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Serotype: O

WRL RefNo: EGY/17/2009

Sender Ref: 3

Date collected: 13/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTy]

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-17.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos.  Virus name Filename No. it No. nt NP‘ (?f. %. . %
compared matched  ambiguities  Identity  Difference
1 Q/EGY/18/2009 EGY09-18 639 639 0 100 0]
2 O/EGY/19/2009 EGY08-19 639 639 0 100 0
3 O/EGY/20/2009 EGY09-20 639 639 0 100 0
4 O/EGY/21/2009 EGY(09-21 639 639 0 100 0]
5 Q/EGY/22/2009 EGY08-22 639 639 0 100 0
6 O/EGY/23/2009 EGY09-23 639 639 0 100 0
7 QIEGY/24/2009 EGY09-24 639 639 0 100 0
8 O/EGY/25/2009 EGY(09-25 639 639 0 100 0
9 O/EGY/26/2009 EGY09-26 639 639 0 100 0
10 O/EGY/27/2009 EGY09-27 638 639 0 100 0
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N.O' Of %. . %
compared matched  ambiguities  Identity  Difference
1 O1/Manisa/TUR/B9 (AJ251477) TURG9--E 639 594 0 92.96 7.04
2 O/IND/R2/75* [AF204276] IND75-A 639 577 0] 90.3 9.7
3 O/IND/53/79 [AF292107] IND78A53 639 574 0 89.83 10.17
4 O/TAW/2/99 (AJ294927) TAWS9-02 639 567 0 88.73 11.27
3 O/fISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6 O/MOR/1/91 MORS1-01 639 558 o] 87.32 12.68
7 OfTAI189/87* [TRRL] TAIB7-AC 639 548 0 85.76 14.24
8  O/HKN/6/83 (AJ204919) HKN83-08 637 515 2 80.85 19.15
9 O/PHI/5/95 (DQ164946) PHI95-05 639 516 0 80.75 19.25
10 O1/BFS 1880/UK/67 (J02185) UKGB7--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

|AH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL RefNo: EGY/18/2009

Sender Ref: 3-P]

Date collected: 13/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTy|

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-18.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos.  Virus name Filename No. nt No. nt NP' qf. %. . %
compared matchcd  ambiguities  Ildentity  Difference
1 O/EGY/7/2009 EGY09-17 639 639 0 100 0
2 O/EGYNM9/2009 EGY09-19 639 639 4] 100 0
3 Q/EGY/20/2009 EGY09-20 639 639 0 100 0
4  Q/EGY/2112009 EGY09-21 639 639 o] 100 o]
5 O/EGY/22/2009 EGY(09-22 639 639 0 100 0
6  O/EGY/23/2009 EGY(09-23 639 639 0 100 0
7 O/EGY/24/2009 EGY(09-24 639 639 0 100 0
8 OJ/EGY/25/2009 EGY09-25 639 639 0 100 0
9  O/EGY/26/2009 EGY09-26 639 639 0 100 0
10 Q/EGY/27/2009 EGY09-27 639 639 0 100 0
Relationships to Reference Virus Strains
Pos.  Virus name Filename No. nt No. nt N.o : of %‘ . %
compared matched  ambiguities  Identity  Difference
1 01/Manisa/TUR/EY (AJ251477) TURE9--E 639 594 0 92.96 7.04
2 O/IND/R2/75* [AF204276) IND75-A 639 577 0 80.3 9.7
3 O/IND/53/79 [AF292107] IND79A53 639 574 0 89.83 10.17
4 OTAW/2/99 (AJ294927) TAWSS-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6 O/MOR/M/91 MOR91-01 639 558 0 87.32 12.68
7 OfTAI/189/87* [TRRL] TAI87-AC 639 548 0 85.76 14.24
8  O/HKN/6/83 (AJ294919) HKN83-06 637 515 2 80.85 19.15
9 O/PHI/5/95 (DQ164946) PHI95-05 639 516 1] 80.75 19.25
10 O1/BFS 1860/UK/67 (J02185) UKGB7--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: EGY/19/2009
Sender Ref: 4

Date collected: 13/04/2009

Date received by WRLFMD: 28/05/2009
Date received for sequencing: 08/06/2009

Species: CATTLE
Material used: BTyl
Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Report date: 30/06/2009

Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA
Genotype/strain: Sharquia-72

Sequence filename: EGY09-19.SEQ
Date sequence last updated: 30/06/2009

Total no. of comparisons: 2008

Min. no. of nt for comparison: 300

Total turn-around time: 33 days

Sequencing time: 22 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt N.O : (?f. %. . %
compared matched  ambiguitics  Identity  Difference

1 O/EGY/17/2008 EGY0S-17 639 639 0 100 0]
2 O/EGY/18/2009 EGY0%5-18 639 639 0 100 0
3 O/EGY/20/2009 EGY0%8-20 639 639 0 100 0
4 O/EGY/21/2009 EGY(09-21 639 639 0 100 0
5 O/EGY/22/2009 EGY(09-22 639 639 0 100 0
6 Q/EGY/23/2009 EGY09-23 639 639 0 100 0
7 Q/EGY/24/2009 EGY09-24 639 639 0 100 0
8 O/EGY/25/2009 EGY09-25 639 639 0 100 0
9 O/EGY/26/2009 EGY09-26 639 639 0 100 0
10 Q/EGY/27/2009 EGY09-27 639 639 0 100 0

Relationships to Reference Virus Strains

) 0,
Pos.  Virus name Filename coT:?];ar:ted mljt?él:gd amrl:]i(;u(;{ies ldc:;ity Diffe/:')ence
1 O1/Manisa/TUR/G9 (AJ251477) TURGES--E 639 584 0 92.96 7.04
2 O/IND/R2/75* [AF204276] IND75-A 639 577 0 90.3 9.7
3 O/IND/53/79 [AF292107] IND79A53 639 574 0 89.83 10.17
4 OfTAW/2/99 (AJ294927) TAW99-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 1] 87.64 12.36
6 O/MOR/1/91 MOR91-01 639 558 0 87.32 12.68
7 O/TAI189/87" [TRRL] TAI87-AC 639 548 0 85.76 14.24
8 O/HKN/6/83 (AJ294919) HKN83-08 637 515 2 80.85 19.15
9 Q/PHI/5/S5 (DQ164946) PHI95-05 638 516 0 80.75 19.25
10 O1/BFS 1860/UK/67 (J02185) UKG67--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL Ref No: EGY/20/2009

Sender Ref: 4-P1

Date collected: 13/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
0-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-20.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
9, 0,
Pos.  Virus name Filename mljn(;al:t:d ml:ll?c':hrgd mr;?éu?{ies Idetf;ity Diff‘e/:cnce
1 O/EGY/17/2009 EGY09-17 639 639 0 100 0
2 O/EGY/18/2009 EGY09-18 639 639 0 100 0
3 O/EGYM9/2009 EGY08-19 639 639 0 100 0
4 O/EGY/21/2009 EGY08-21 639 639 0 100 0
5 O/EGY/22/2009 EGY09-22 639 639 0 100 0
6 O/EGY/23/2009 EGY09-23 639 639 0 100 0
7 O/EGY/24/2009 EGY09-24 639 639 0 100 0
8 O/EGY/25/2009 EGY08-25 639 639 0 100 0
9 O/EGY/26/2009 EGY09-26 639 639 0 100 0
10 O/EGY/27/2008 EGY(09-27 639 639 0 100 0
Relationships to Reference Virus Strains
Pos.  Virus name Filename No. mt No, ¢ N.o : of %. . %
compared matched  ambiguities  Identity  Difference
1 O1/Manisa/TUR/69 (AJ251477) TURG9--E 639 594 0 92.96 7.04
2 O/IND/R2/75* [AF204276] IND75-A 639 577 0 90.3 97
3 O/IND/53/79 [AF292107] IND79A53 639 574 0 89.83 10.17
4 QITAW/2/99 (AJ294927) TAWE9-02 639 567 0 88.73 11.27
5 OfISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6 O/MOR/1/91 MOR91-01 639 558 0 87.32 12.68
7 OfTAN189/87* [TRRL] TAI87-AC 639 548 0 85.76 14.24
8 O/HKN/6/83 (AJ294919) HKN83-06 637 815 2 80.85 19.15
9  O/PHI/5/95 (DQ164946) PHI95-05 639 516 0 80.75 19.25
10 O1/BFS 1860/UK/67 (J02185) UKG67--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL RefNo: EGY/21/2009

Sender Ref: 5

Date collected: 13/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-21.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt N_o. (.)f. %. . %
compared matched  ambiguities  Identity  Difference
1 O/EGY/17/2009 EGY08-17 639 639 0 100 0
2 O/EGY/18/2009 EGY09-18 639 639 0 100 0
3 O/EGY/19/2009 EGY09-19 639 639 0 100 0
4 O/EGY/20/2009 EGY09-20 639 639 0 100 0
5 OIEGY/22/2009 EGY(08-22 639 639 0 100 0
6 O/EGY/23/2009 EGY(08-23 639 639 0 100 0
7 OIEGY/24/2009 EGY09-24 639 639 0 100 0
8 O/EGY/25/2009 EGY08-25 639 639 0 100 0
9 O/EGY/26/2009 EGY09-26 639 639 0 100 0
10 Q/EGY/27/2009 EGY09-27 639 639 0 100 0
Relationships to Reference Virus Strains
o, 0, o
Pos.  Virus name Filename co]::;ar:’ted mri(t)él:gd amlzsgu?fies Idc;:ity Diﬁ'c/renoe
1 01/Manisa/TUR/69 (AJ251477) TURES--E 639 594 0 92.96 7.04
2 O/IND/R2/75* [AF204276) IND75-A 639 577 0 90.3 97
3 O/IND/53/79 [AF292107] IND79A53 639 574 0 89.83 10.17
4  OITAW/2/99 (AJ294927) TAWS9-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6 O/MOR/1/91 MOR91-01 639 558 0 87.32 12.68
7 OfTAV189/87* [TRRL] TAIB7-AC 639 548 0 85.76 14.24
8 O/HKN/6/83 (AJ294919) HKN83-06 637 515 2 80.85 19.16
9  O/PHI/5/95 (DQ164946) PHI95-05 639 516 0 80.75 19.25
10 O1/BFS 1860/UK/87 (J02185) UKG67--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

|IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL RefNo: EGY/22/2009

Sender Ref: 5-P1

Date collected: 13/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-22.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt N_o. qf. %. . %
compared matched  ambiguitics  Identity  Difference
1 O/EGY/17/2009 EGY09-17 639 639 0 100 0
2 Q/EGY/18/2009 EGY(09-18 639 639 0 100 0
3 Q/EGY/19/2009 EGY(09-19 639 639 0 100 0
4 O/EGY/20/2009 EGY09-20 639 639 0 100 0
5 O/EGY/21/2009 EGY(09-21 639 639 0 100 0
6 O/EGY/23/2009 EGY(09-23 639 639 0 100 0
7 QIEGY/24/2009 EGY(09-24 639 839 0 100 0
8  OQ/EGY/25/2009 EGY09-25 639 639 0 100 0
9 O/EGYI26/2009 EGY(09-26 639 639 0 100 0
10 O/EGY/27/2009 EGY(9-27 639 639 0 100 0
Relationships to Reference Virus Strains
Pos.  Virus name Filename No. nt No. nt N.C' ; °f %. . %
compared matched  ambiguitics Identity  Difference
1 O1/Manisa/TUR/EY (AJ251477) TURES--E 639 594 0 92.98 7.04
2 O/IND/R2/75* [AF204276) IND75-A 639 5§77 0 90.3 9.7
3 O/IND/53/79 [AF292107) IND79AS53 639 5§74 0 89.83 10.17
4 O/TAW/2/09 (AJ294927) TAWG9-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6 O/MOR/1/91 MOR91-01 639 558 0 87.32 12.68
7 OfTAIM189/87* [TRRL] TAIB7-AC 639 548 0 85.76 14.24
8 O/HKN/B/83 (AJ294919) HKN83-08 637 515 2 80.85 19.15
9 O/PHI/5/95 (DQ164946) PHI95-056 639 516 0] 80.75 19.25
10 O1/BFS 1860/UK/67 (J02185) UKG6E7--A 639 516 0 80.75 19.26

nt, nucleotides
*. not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL RefNo: EGY/23/2009

Sender Ref: 6

Date collected: 19/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VP

RT-PCR primers: O-1C244F/EUR-2B52R;
0-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72
Sequence filename: EGY09-23.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt N_o : (?f. %. . %
compared matched  ambiguities  Identity  Difference
1 Q/EGY/17/12009 EGY(09-17 639 639 0 100 0
2 Q/EGY/18/2009 EGY09-18 639 639 0 100 0
3 O/EGY/18/2009 EGY09-19 639 639 0 100 0
4 Q/EGY/20/2009 EGY09-20 639 639 0 100 4]
5 Q/EGY/21/2009 EGY09-21 639 639 0 100 0
6 O/EGY/22/2009 EGY09-22 639 639 0 100 0
7 QIEGY/24/2009 EGY09-24 639 639 0 100 0
8 O/EGY/25/2009 EGY09-25 639 639 0 100 o]
9 OJ/EGY/26/2009 EGY09-26 639 639 0 100 0
10 O/EGY/27/2009 EGY08-27 639 639 0 100 0
Relationships to Reference Virus Strains
0, 0,
Pos.  Virus name Filename col:lt:;al:ted mha]:t)c.:t:gd am??éu?{ies ldelﬁity Diﬁ'e/l"‘cncc
I O1/Manisa/TUR/EQ (AJ251477) TURG9--E 639 594 4] 92.96 7.04
2 O/IND/IR2/75* [AF204276] IND75—-A 639 577 o] 90.3 9.7
3 O/IND/53/79 [AF292107] IND79A53 639 574 0 80.83 10.17
4 OfTAW/2/99 (AJ294927) TAWQG-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6 O/MOR/1/91 MOR21-01 639 558 0 87.32 12.68
7 OfTAI/189/87* [TRRL] TAI87-AC 639 548 0 85.76 14.24
8 O/HKN/6/83 (AJ294919) HKN83-06 837 515 2 80.85 19.15
9 O/PHI/5/95 (DQ164946) PHI95-05 639 516 0 80.75 19.25
10 O1/BFS 1860/UK/87 (J02185) UKGB7--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL Ref No: EGY/24/2009

Sender Ref: 6-P1

Date collected: 19/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-24.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses

Pos.  Virus name Filename No. nt No. nt N.o' (.)f. % . %
) compared matched  ambiguitics  Identity  Difference
1 O/EGY/7/2009 EGY09-17 639 639 0 100 0
2 O/EGY/18/2009 EGY09-18 639 639 0 100 0
3 O/EGY/19/2009 EGY(038-19 639 639 0 100 0
4  O/EGY/20/2009 EGY09-20 639 639 0 100 0
5 O/EGY/21/2009 EGY09-21 639 639 o] 100 0
6 O/EGY/22/2009 EGY(03-22 639 639 0 100 0
7 O/EGY/I23/2009 EGY(09-23 639 639 0 100 0
8 O/EGY/25/2009 EGY(09-25 639 639 0 100 0
9 OIEGY/26/2009 EGY(09-26 639 638 0 100 0

10 O/EGY/27/2009 EGY(09-27 639 639 0 100 0
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N?‘ (.)f. %. . %
compared matched  ambiguitics  Identity  Difference
I O1/Manisa/TUR/GY (AJ251477) TURE9--E 639 594 0 92.96 7.04
2 O/IND/R2/75* [AF204276) IND75-A 639 577 0 90.3 9.7
3 OfIND/53/79 [AF292107] IND79A53 639 574 0 89.83 10.17
4 O/TAW/2/99 (AJ294927) TAWS9-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 0] 87.64 12.36
6  O/MOR/1/91 MOR81-01 639 558 0 87.32 12.68
7 OfTAII189/87" [TRRL] TAIB7-AC 639 548 0 85.76 14.24
8  O/HKN/6/83 (AJ294919) HKN83-06 637 515 2 80.85 19.15
9 O/PHII5/95 (DQ164946) PHIS5-05 639 516 0 80.75 19.26
10 O1/BFS 1860/UK/67 (J02185) UKGB7--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLIFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL Ref No: EGY/25/2009

Sender Ref: 7

Date collected: 19/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-25.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt N_o. qf. %. . %
compared maiched  ambiguitics  Identity  Difference
1 O/EGY/17/2009 EGY08-17 639 639 0 100 0
2 Q/EGY/18/2009 EGY(09-18 638 639 0 100 0
3 O/EGY/19/2008 EGY(09-19 639 639 0 100 0
4 Q/EGY/20/2009 EGY09-20 639 639 0 100 o]
5 O/EGY/21/2009 EGY09-21 639 639 0 100 0
6 O/EGY/22/2009 EGY(08-22 639 639 0 100 0
7 Q/EGY/23/2009 EGY(08-23 639 639 0] 100 0
8 O/EGY/24/2009 EGY09-24 639 639 0 100 0
9 Q/EGY/26/2009 EGY09-26 638 639 0 100 0
10 Q/EGY/27/2009 EGY09-27 639 639 0 100 0
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt Np. ‘?f. %. . %
compared matched ambiguities  Identity  Difference
1 O1/Manisa/TUR/B9 (AJ251477) TURGS--E 638 594 0 92.96 7.04
2 OfIND/R2/75* [AF204276] IND75-A 639 577 0 80.3 9.7
3 O/IND/53/79 [AF282107] IND79A53 639 574 0 89.83 10.17
4 O/TAWI2/99 (AJ294927) TAWS9-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 0] 87.64 12.36
6  O/MOR/1/91 MOR91-01 639 558 0 87.32 12.68
7 OITAI189/87* [TRRL] TAIB7-AC 638 548 0 85.76 14.24
8 O/HKN/B/83 (AJ294919) HKN83-08 637 515 2 80.85 19.15
9  O/PHI/5/95 (DQ164946) PHI95-05 639 516 o] 80.75 19.25
10 O1/BFS 1860/UK/67 (J02185) UKG67--A 639 516 0 80.75 19.26

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

|AH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL RefNo: EGY/26/2009

Sender Ref: 7-P1

Date collected: 19/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-26.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No, nt Np : ‘?f. %. . %
compared matched  ambiguitics  Identity  Difference
1 O/EGY/17/2009 EGY0S-17 639 639 0 100 0
2 OIEGY/18/2009 EGY09-18 639 639 0 100 0
3 QIEGY/9/2009 EGY09-19 639 639 0 100 0
4  OQ/EGYI20i2009 EGY08-20 639 639 0 100 0
5 Q/EGYi21/2009 EGY09-21 639 639 0 100 0
6 OQ/EGY/22/2009 EGY08-22 639 639 0] 100 0]
7 O/EGY/23/2009 EGY09-23 639 639 0 100 0
8 OQ/EGY/24/2009 EGY(08-24 639 639 0 100 0
9 OQ/EGY/25/2009 EGY(09-25 639 639 0] 100 0
10 O/EGY/27/2008 EGY09-27 639 639 0 100 0
Relationships to Reference Virus Strains
Pos.  Virus name Filename No. nt No. nt Nf) . qf. %. . %
compared matched ambiguities  Identity  Difference
I O1/Manisa/TUR/6S (AJ251477) TURB9--E 639 594 0 92.96 7.04
2 O/IND/R2/75* [AF204276) IND75-A 639 577 0 80.3 9.7
3 O/IND/53/79 [AF292107] IND79A53 639 574 0 89.83 10.17
4 OfTAW/2/99 (AJ294927) TAWSS-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 V] 87.64 12.36
6 O/MOR/M/OM MORS1-01 639 558 0 87.32 12.68
7 OfTAII189/87* [TRRL] TAIB7-AC 639 548 0 85.76 14.24
8  O/HKN/6/83 (AJ294919) HKN83-06 637 515 2 80.85 19.15
9  O/PHI/5/95 (DQ164946) PHI95-05 639 516 0 80.75 19.25
10 O1/BFS 1860/UK/67 (J02185) UKGB7--A 639 516 0 80.75 19.26

m, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL Ref No: EGY/27/2009

Sender Ref: 8

Date collected: 19/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VPI1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain; Sharquia-72

Sequence filename: EGY09-27.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt N?‘ (?f. %. . %
compared matched  ambiguities  [dentity  Difference
1 O/EGY/17/2009 EGY0S8-17 639 639 0 100 0
2 Q/EGY/18/2009 EGY(09-18 639 839 0 100 0
3 O/EGY/19/2009 EGY09-19 639 639 0 100 0
4 O/EGY/20/2009 EGY09-20 639 639 0 100 0
5 O/EGY/21/2008 EGY09-21 639 639 0 100 0
6 Q/EGY/22/2009 EGY09-22 639 639 0 100 0
7 O/EGY/23/2009 EGY(9-23 639 639 0 100 0
8 OQ/EGY/24/2009 EGY09-24 639 639 0 100 0
9 O/EGY/25/2009 EGY09-25 639 639 0 100 0
10 O/EGY/26/2009 EGY09-26 639 639 0 100 0
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt Np. Of %. . %
comparcd maitched ambiguitics  Identity  Difference
1 O1/Manisa/TUR/69 (AJ251477) TURGB9--E 639 594 0 92.96 7.04
2 O/IND/R2/75* [AF204276] IND75-A 639 577 0 90.3 9.7
3 OfIND/53/79 [AF292107] IND79A53 639 574 0 89.83 10.17
4 OITAW/2/59 (AJ294927) TAWG9-02 639 567 0 88.73 11.27
5 OfISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6 O/MOR/1/91 MOR91-01 639 558 0 87.32 12.68
7 OfTAII189/87* [TRRL] TAIB7-AC 639 548 1] 85.76 14.24
8 O/HKN/6/83 (AJ294919) HKNB83-06 637 515 2 80.85 19.15
9 O/PHI/5I95 (DQ164946) PHIS5-05 639 516 0 80.75 19.25
10 O1/BFS 1860/UK/67 (J02185) UKGE7--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL Ref No: EGY/28/2009

Sender Ref: 8-P1

Date collected: 19/04/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72
Sequence filename: EGY09-28.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt Np : qf. %. . %
compared maiched  ambiguities  Identity  Difference
1 O/EGY/17/2009 EGY08-17 639 639 0 100 0
2 Q/EGY/18/2009 EGY(QS-18 639 639 0 100 0
3 O/EGY/19/2009 EGY09-19 639 639 0 100 0
4  O/EGY/20/2009 EGY09-20 639 639 0 100 0
5 OQ/EGY/21/2009 EGY0S-21 639 639 0 100 0
6 O/EGY/22/2009 EGY09-22 639 639 0 100 0
7 O/EGY/23/2009 EGY(09-23 639 639 0 100 0
8 O/EGY/24/2008 EGY09-24 639 639 0 100 0
9 O/EGY/25/2009 EGY08-25 639 639 0] 100 0
10 O/EGY/26/2009 EGY09-26 639 639 0 100 0
Relationships to Reference Virus Strains
Pos. Virus name Filecname No. nt No. nt N.o' Of %. . %
compared matched  ambiguities Identity  Difference
I O1/Manisa/ TUR/EY (AJ251 477) TURG9--E 639 594 0 92.96 7.04
2 Q/IND/R2/75* [AF204276) IND75-A 639 577 0 0.3 9.7
3 O/IND/53/79 [AF2921 07] IND79A53 639 574 0 89.83 10.17
4 OITAW/2/99 (AJ294927) TAW99-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164839) ISR88-02 6839 560 0 87.64 12.36
6 O/MOR/1/91 MOR91-01 639 558 0 87.32 12.68
7 OITAI/189/87* [TRRL) TAI87-AC 639 548 0 85.76 14.24
8  O/HKN/6/83 (AJ294919) HKN83-08 637 515 2 80.85 19.15
9  O/PHI/5/95 (DQ164946) PHI95-05 639 516 0 80.75 19.25
10 QO1/BFS 1860/UK/67 (J02185) UKG67--A 639 516 0 80.756 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL RefNo: EGY/29/2009

Sender Ref: |

Date collected: 04/05/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: SHEEP

Material used: BTyl

Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
0-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-29.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos.  Virus name Filename No. nt No. nt N.o‘ (?f. %. . %
compared matched  ambiguities  Identity  Difference
I O/EGY/M7/2008 EGY09-17 639 639 0 100 0
2 QIEGY/18/2008 EGY09-18 639 635 0 100 0]
3 O/EGYM9/2009 EGY09-19 639 639 0 100 0]
4 OJ/EGY/20/2009 EGY09-20 639 639 0 100 0
5 O/EGY/21/2009 EGY08-21 639 639 0 100 0
6 O/EGY/22/2009 EGY09-22 639 639 0 100 ¢]
7 QIEGY/23/2009 EGY09-23 639 639 0 100 0
8 O/EGY/24/2009 EGY(3-24 639 639 0 100 0
9 O/EGY/25/2009 EGY08-25 638 639 0 100 0
10 O/EGY/26/2008 EGY09-26 639 639 0 100 0
Relationships to Reference Virus Strains

Pos.  Virus name Filename No. nt No. nt N_o. (.)f. %. . %
' compared matched ambiguities  Identity  Difference
1 01/Manisa/TUR/69 (AJ251477) TURG9--E 639 594 0 92.96 7.04
2 O/IND/R2/75" [AF204276) IND75-A 639 577 0 90.3 9.7
3 O/IND/53/79 [AF292107] IND78A53 639 574 0 89.83 10.17
4 OfTAW/2/99 (AJ294927) TAW99-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6 O/MOR/1/91 MOR91-01 639 558 0 87.32 12.68
7 O/TAI/189/87* [TRRL] TAI87-AC 639 548 o] 85.76 14.24
8  O/HKN/6/83 (AJ294919) HKN83-06 637 515 2 80.85 19.15
% O/PHI/SI95 (DQ164946) PHI95-05 639 516 0 80.75 19.25

10 O1/BFS 1860/UK/67 (J02185) UKGE7--A 639 516 0 80.75 19.25

nt, nucleotides
*, not 8 WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: EGY/30/2009
Sender Ref: 1-P1

Date collected: 04/05/2009

Date received by WRLFMD: 28/05/2009
Date received for sequencing: 08/06/2009

Species: SHEEP
Material used: RS1
Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Report date: 30/06/2009

Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA
Genotype/strain: Sharquia-72

Sequence filename: EGY09-30.SEQ
Date sequence last updated: 30/06/2009

Total no. of comparisons: 2008

Min. no. of nt for comparison: 300

Total turn-around time: 33 days

Sequencing time: 22 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nl No. nt N.o : Of %. , %
compared matched  ambiguitics  ldentity  Difference

I O/EGY/1/2008 EGY08-01 639 635 0 99.37 0.63
2 Q/EGY/10/2006 EGY06-10 639 635 0 99.37 0.63
3 O/EGY/11/2006 EGY06-11 639 635 0 99.37 0.63
4 O/EGY/32/2009 EGY(9-32 639 635 o 99.37 0.63
5  OIEGY/412008 EGY(08-04 639 635 0 99.37 0.63
6 O/EGY/17/2009 EGY08-17 639 633 0 99.06 0.94
7 O/EGY/18/2009 EGY09-18 639 633 0 g9.06 0.94
8 O/EGY/19/2009 EGYQ09-19 639 633 0 99.06 0.94
9 O/EGY/20/2009 EGY09-20 639 633 0 99.06 0.94

10 O/EGY/21/2009 EGY09-21 639 633 0 99.06 0.94

Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt Np N Of %. . %
compared matched  ambiguities  Identity  Difference

I O1/Manisa/TUR/EY (AJ251477) TURBS--E 639 588 0 92.02 7.98
2 O/ND/R2/75" [AF204276) IND75-A 639 571 0 89.36 10.64
3 O/IND/53/79 [AF282107] IND79A53 639 569 0 89.05 10.95
4 O/TAW/2/99 (AJ294927) TAWG9-02 639 561 0 87.79 12.21
5 OfISR/2/88 (DQ164899) ISR88-02 639 655 0 86.85 13.15
6 O/MOR/M/91 MOR91-01 639 653 0 86.54 13.46
7 OITAIM88/87* [TRRL] TAIB7-AC 639 544 0 85.13 14.87
8  O/PHI/5/95 (DQ164946) PHI95-05 639 514 0 80.44 19.56
9 O1/BFS 1860/UK/67 (J02185) UKG6E7--A 639 514 0 80.44 19.56

10 O/HKN/E/83 (AJ294919) HKN83-06 637 511 2 80.22 19.78

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL RefNo: EGY/31/2009

Sender Ref: 2

Date collected: 04/05/2009

Date received by WRLFMD: 28/05/2009

Date received for sequencing: 08/06/2009

Species: SHEEP

Material used: BTyl

Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 30/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: ME-SA

Genotype/strain: Sharquia-72

Sequence filename: EGY09-31.SEQ
Date sequence last updated: 30/06/2009
Total no. of comparisons: 2008

Min. no. of nt for comparison: 300
Total turn-around time: 33 days
Sequencing time: 22 days

Comments:
Ten Most Closely Related Viruses
Pos.  Virus name Filename No. nt No. nt N.o . Of %. . %
compared matched  ambiguities  Identity  Difference
1 O/EGY/17/2009 EGY08-17 639 639 0 100 0
2 O/EGY/18/2009 EGY(09-18 639 639 0 100 0
3 O/EGY/19/2009 EGY09-19 639 639 0 100 0
4 O/EGY/20/2009 EGY09-20 639 639 0 100 0
5 O/EGY/21/2008 EGY08-21 639 639 0 100 0
6 Q/EGYI22/2009 EGY08-22 639 639 0 100 0
7 O/EGY/23/2009 EGY09-23 639 639 0 100 0
8 O/EGY/24/2009 EGY09-24 639 639 0 100 0
9 OQ/EGY/25/2009 EGY09-25 639 6839 0] 100 0
10 O/EGY/26/2009 EGY09-26 639 639 0 100 0
Relationships to Reference Virus Strains
Pos.  Virus name Filename No. nt No. nt No. of % o
compared matched  ambiguities  Identity  Difference
1 O1/Manisa/TUR/E9 (AJ251477) TURG9--E 639 594 0 92.86 7.04
2 ONND/R2/75* [AF204278] IND75-A 639 577 0 0.3 97
3 O/IND/53/79 [AF292107) IND79A53 639 574 0 89.83 10.17
4 OITAW/2/98 (AJ294927) TAW99-02 639 567 0 88.73 11.27
5 O/ISR/2/88 (DQ164899) ISR88-02 639 560 0 87.64 12.36
6  O/MOR/1/91 MOR91-01 839 558 0 87.32 12.68
7 OITAII89/87* [TRRL] TAI87-AC 639 548 0 85.76 14.24
8 O/HKN/B/83 (AJ294919) HKN83-06 637 515 2 80.85 19.15
9  O/PHI/5/95 (DQ164946) PHI95-05 639 516 0 80.75 19.25
10 QO1/BFS 1860/UK/67 (J02185) UKGB7--A 639 516 0 80.75 19.25

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

|IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O Report date: 30/06/2009

WRL RefNo: EGY/32/2009 Reported by: N.J. Knowles

Sender Ref: 2-P1 Checked by: D.P. King

Date collected: 04/05/2009

Date received by WRLFMD: 28/05/2009 Topotype: ME-SA

Date received for sequencing: 08/06/2009 Genotype/strain: Sharquia-72

Species: SHEEP Sequence filename: EGY09-32.SEQ

Material used: RS2 Date sequence last updated: 30/06/2009

Region sequenced: VPI Total no. of comparisons: 2008

RT-PCR primers: O-1C244F/EUR-2B52R; Min. no. of nt for comparison: 300

O-1C272F/EUR-2B52R Total turn-around time: 33 days

No. of Nt determined: 639 Sequencing time: 22 days

No. of ambiguities: 0

Gene length: 639

Comments:

Ten Most Closely Related Viruses
Pos.  Virus name Filename No. nt No. nt N.o‘ qf. %. . %
compared matched  ambiguitics  Identity  Difference
1 O/EGY/1/2008 EGY08-01 639 639 0 100 0
2 O/EGY/10/2006 EGY06-10 639 639 0 100 4]
3 O/EGY/11/2006 EGY06-11 639 639 0 100 0
4 O/EGY/4/2008 EGY08-04 639 639 0 100 0
5 OIEGY/17/2009 EGY09-17 639 637 0 89.69 0.31
6 O/EGY/18/2009 EGY09-18 639 637 0 99.69 0.31
7 O/EGY/19/2009 EGY09-19 639 637 0 99.69 0.31
8 O/EGY/20/2009 EGY09-20 639 637 0 89.69 0.31
9 O/EGY/21/2009 EGY09-21 639 637 0] 89.69 0.31
10 Q/EGYI22/2009 EGY08-22 639 637 0 99.69 0.31
Relationships to Reference Virus Strains
Pos.  Virus name Filename No. nt No. nt Np. 9f. %. . %
compared matched  ambiguities  Identity  Difference

1 O1/Manisa/TUR/69 (AJ251477) TUR69-E 639 592 (0] 92.64 7.36
2 O/IND/R2/75* [AF204276) IND75-A 639 575 o] 89.98 10.02
3 O/IND/53/79 [AF292107) IND79A53 639 5§72 0 89.51 10.49
4 OITAWI2/99 (AJ294927) TAWS9-02 639 565 0 88.42 11.68
5 0/ISR/2/88 (DQ164859) ISR88-02 639 559 0 87.48 12.52
6 O/MOR/1/91 MOR91-01 639 557 0 87.17 12.83
7 OfTAI/189/87* [TRRL] TAI87-AC 639 548 0 85.76 14.24
8 O/PHI/5/95 (DQ164946) PHIS5-05 639 518 0 81.06 18.94
9 O/HKN/6/83 (AJ294919) HKN83-06 637 515 2 80.85 19.15
10 O¥/BFS 1860/UK/67 (J02185) UKGE7--A 639 516 0 80.75 19.25

nt, nucleotides

*, not a WRLFMD reference number




Report on FMDV O from Egypt in 2009

Batch: WRLFMD/2009/00028

Software: MEGA 4.0

No. of Taxa : 56

Data File : n:\evd\meg\db\fmdv\o\EGY2009h.meg
Data Title : O Egypt 2009

Data Type : Nucleotide (Coding)

Analysis : Phylogeny reconstruction

Tree Inference : p—
->Method : Neighbor-Joining

->Phylogeny Test and options : Bootstrap (1000 replicates; seed=

Include Sites : =
->Gaps/Missing Data : Pairwise Deletion

->Coden Positions : 1st+2nd+3rd+Noncoding
Substitution Model :
-=Madel : Nuclectide: Kimura 2-parameter
->Substitutions to Include : d: Transitions + Transversions
->Pattern among Lineages : Same (Homogeneous)
->Rates among sites : Uniform rates

No. of Sites : 639

No Of Bootstrap Reps = 1000

Only bootstrap values of 70% and above are shown

*, not a WRLFMD Ref. No.

N.J. Knowles and J. Wadsworth, 6 July 2009

O/EGY/18/2008
O/EGY/29/2009
O/EGY/22/2009
O/EGY/25/2009
O/EGY/19/2009
O/EGY/8/2006
O/EGY/23/2009
O/EGY/8/2009
OIEGY/26/2009
w2 | O/EGY/21/2009
O/IEGY/31/2009
O/EGY/6/2009
O/EGY120/2009
O/EGY/3/2008
O/EGY/7/2008
OIEGY/5/2008
= O/EGY/17/2009
O/EGY/27/2009
OIEGY/24/2009
O/EGY/28/2009

O/EGY/32/2009
- O/EGY/10/2006
O/EGY/11/2006
s | O/EGY/1/2008
s O/EGY/4/2008

O/EGY/30/2009

O/EGY/1/2009

O1/Sharquia/EGY/72 (DQ164871)
Ollsrael/81
_I— 0/824/Russia/USSRI75 (epi)

93 B 0/841/Ukraine/USSR/76 (epi)
O/948/Armenia/USSR/78 (epi)

78 /1182/Armenia/USSR/83 (epi)
O1/Manisa/TUR/ES (6)
OITUR/12/98
O1/Manisa/TUR/69 (AY593823)
O1/Manisa/TUR/BY (AJ251477)

46580)

a0

96

B O/TUR/31/03/02* Ankara (DQ296524)
0O/1311/Ukraine/lUSSR/84 (epi)
O/1618/RussialUSSR/66 (vac str) (epi)
0/1445/Russia/lUSSR/8T (epi)
0/1451/Russia/lUSSR/87 (epi)
0/1467/Russia/lUSSR/87 (epi)
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