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Summary
ASIA
Afghanistan, Iran, Pakistan and Turkey

The O-PanAsia-2 and A-Iran-05 lineages continue to dominate in these countries. The PanAsia-2 lineage has
been subdivided into six sub-lineages named BAL-09, YAZ-09, FAR-09, SAN-09, ANT-10 and PUN-10.
During 2010, the ANT-10 sub-lineage appeared to have become the dominant type O sub-lineage in
Afghanistan, Iran, Pakistan and Turkey.

P.R. China

A single outbreak of FMDV type O occurred in cattle on 04/10/2010 at Lage village, Denggen, Qamdo, Tibet,
bringing the total number of outbreaks to 18. No information concerning the genotyping of virus from this
outbreak is yet available.

Mongolia

Three VP1 sequences were received from FGI-ARRIAH on the 16/11/2010. Analysis of these sequences
showed them to be closely related to sequences determined from viruses previously isolated at the WRLFMD,
i.e. FMDV O SEA topotype, Mya-98 lineage (see below).

Myanmar

On the 10 September 2010, a single outbreak of FMD was detected in cattle at Kun Thee Pin, Maungdaw,
Maungdaw, Rakhine State very close to the border with Bangladesh. It was typed as FMDV A, the first
occurrence of this serotype in Myanmar since 1978. A VP1 sequence was generated from cDNA amplified from
RNA submitted by the Thailand Regional Reference Laboratory (Pakchong), but no virus was isolated in cell
culture. Phylogenetic analysis revealed that the virus was not related to type A viruses from Southeast Asia but
was most closely related to viruses occurring in India in 2000. The sequence clustered with viruses occurring
exclusively in India between 1997 and 2008.

Republic of Korea (South Korea)

Since late November 2010, South Korea has experienced over 100 outbreaks of FMD type O. Analysis of four
VP1 sequences received from the National Veterinary Research and Quarantine Service (NVRQS) has shown
that these are viruses of the SEA topotype, Mya-98 lineage, similar to those previously isolated earlier in 2010
(see below).

Taiwan POC

As the result of a routine serological survey using an NSP ELISA, 10 pigs in a herd of 161, at South District,
T'ai-Nan Shih (17/12/2010) were found to be positive for FMDV antibodies. The pigs were all clinically healthy
and attempts at virus isolation and RT-PCR were all unsuccessful.

AFRICA
Botswana

In conjunction with the Botswana Vaccine Institute (BVI), VP1 sequence analysis was performed on viruses
isolated from an outbreak on 26/07/2010 at Lesoma (Kasane) close to the borders with Namibia, Zambia and
Zimbabwe. The viruses were SAT 2 topotype Ill and most closely related to SAT 2 viruses from Botswana
(Kasane) in 2005 (see below).

Mozambique

Two further outbreaks of FMD type SAT 2 were reported in cattle in the south of the country (Motaze, Magude,
Maputo) on 17/12/2010. In conjunction with the BVI the VP1 sequences of seven virus isolates from earlier
outbreaks (September 2010 at Bilene, Gaza) showed they belonged to SAT 2 topotype | and were most closely
related to viruses from South Africa (Kruger National Park) (see below).
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Zambia

In conjunction with the BVI, the VP1 sequence of viruses isolated from an outbreak on 22/09/2010 at Mbala,
Northern Province were determined. These belonged to the type O EA-2 topotype and were most closely related
to viruses from the Democratic Republic of the Congo (2006), Uganda (2004-2006) and Tanzania (2009) (see
below).

Zimbabwe

In conjunction with the BVI, the VP1 sequences of viruses isolated from an outbreak on 28/05/2010 at Kitwe
Dip Tank, Plumtree, Magwe (Matabeleland South) were determined. They belonged to SAT 2 topotype Il and
were most closely related to viruses isolated from African buffalo and cattle in Botswana, Namibia and western
Zimbabwe, although none were very closely related (see below).

Uncharacterised FMD viruses

A number of other outbreaks have occurred where samples have not been sent to the WRLFMD. It is probable
that the countries involved have performed their own genetic characterisation; however, through the OIE/FAQ
laboratory network we would also like to encourage the submission of samples (or complete VP1 sequences) to
the WRLFMD.

An up-to-date list and reports of FMD viruses characterised by sequencing can be found at the following
website: http://www.wrlfmd.org/fmd_genotyping/2010.htm.

WRLFMD vaccine recommendations have not changed from the previous report (Annex 3).

Results from samples received at WRLFMD (status of samples being tested) are shown in Table 1 and a
complete list of clinical sample diagnostics made by the WRLFMD between October and December 2010 is
shown in Annex 1 Table A. A record of all samples received to |AH-Pirbright (October-December 2010) is
shown in Annex 1 Table B.

Table 1: Status of sequencing of samples received by the WRLFMD from October-December 2010.

Batch Date Recd. Country Serotype(s) No. of isolates Status

WRLFMD/2010/00030  31/08/2010 Afghanistan 0O-GD 39 Completed
A-GD 1 Completed

WRLFMD/2010/00033  12/10/2010 Mongolia (0] 8 Completed
WRLFMD/2010/00034  25/10/2010 Iran (0] 16 Completed
A 7 Completed

WRLFMD/2010/00035 05/11/2010 Vietnam (0] 12 Completed
A 1 Completed

WRLFMD/2010/00036 09/11/2010 Botswana SAT 2 5 Completed
WRLFMD/2010/00037 09/11/2010 Mozambique SAT 2 7 Completed
WRLFMD/2010/00038 09/11/2010 Zambia (@] 3 Completed
WRLFMD/2010/00039  09/11/2010 Zimbabwe SAT 2 2 Completed
WRLFMD/2010/00040 17/11/2010 Iran (@] 7 Completed
A 1 Completed

WRLFMD/2010/00041  24/11/2010 Nepal (@] 10 Completed
WRLFMD/2010/00042  25/11/2010 Thailand (@] 8 Completed
WRLFMD/2010/00043  25/11/2010 Cambodia (@] Completed
WRLFMD/2010/00044  25/11/2010 Myanmar A-GD Completed


http://www.wrlfmd.org/fmd_genotyping/2010.htm
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WRLFMD/2010/00045 30/11/2010 Pakistan (@] 26 Completed
WRLFMD/2010/00047  08/12/2010 Hong Kong SAR @) 3 Completed
Total 162

*, carried over from last report.
GD, genome detected.
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Detailed Analysis:

ASIA

Afghanistan

WRLFMD/2010/00030

Date received: 31/08/2010

No. samples: 81 (collected in RNAlater®)
O-GD: 63

A-GD: 8

O+A-GD: 2

NVD: 8

Complete VP1 sequence data was obtained for 39
type O-GD samples and only 1 type A-GD sample.

B FyvDv O-GD
FMDVA-GD
E Fmpv 0+A-GD

O nvp
P

*, complete VP1 sequence data obtained

100

ANT-10
See next page

d .
OIKAZI2010 (ARRIAH)
o
SAN-09 PanAsia-2
_4 PanAsia

OIPAK/11/2006
87| O/PAK/14/2006
O/PAK/12/2006
OIPAK/15/2006
|- 0/KAZI2007 (ARRIAH)
OIPAK/6/2006
OIPAK/9/2006
OIPAK/16/2006
8 OIPAK/4/2006
O/PAK/10/2006
OIPAK/8/2006
O/AFG/34/2007
9 | 0/AFG/37/2007
OIAFG/36/2007

AFG-07

Iran-05

ASIA
O/AFG/30/2010 ME-SA

[— O/PAK/61/2006 (FJ798169)
——1PUN-1

BAL-09
See next page

100

YAZ-09

OIPAK/68/2006 (FI798173) —
B O/UKG/35/2001 (AJ539141)
O/SRL/1/2009
O/BAN/3/2009

O/BAN/4/2009
AIAFGIA60/2005+ (EF457982)
orgﬁ;mzz%)goug | AIRN4412005 (F755050)
AMTURIZ005
OINEP/10/2009 AIRNI712005 (F755026)
O/BAN/20/2009 AIRN/S(2005 (FI755025)
OINEP/6/2009 AIRNI42/2005 (F755048)
OINEP/15/2009 = =
OINEP/13/2009
% | OINEP/11/2009
OINEP/14/2009
ARD-07
Iran-2001

AIRNISI2010

w AIRNIZ612003
L AiRN41/2003 (F1755020)
“AIPAKISI2000
APAKIZI2009
L O/PAK/16/2003 (DQ165068) [
OfIND/R2/75* (AF204276)

OUManisa/TUR/69 (AY593823)
O/IND/53/79 (AF292107)
OINEP/4/92 (DQ164932)
O/IND/136/87* (PD-FMD)
O/AFGI76/2010
O/AFG/96/2010
O/AFGI75/2010
O/TUR/2/95 (EU553848)
O/LIB/3/94
OITUN/103/94
O/BUL/1/91 (EUS53837)
O/EGY/3/93 (EUS53840)
OIGRE/21/94
O/BUL/1/93 (EUS53838)
OIGRE/23/94 (DQ164873)
EUR

AIRNI22/98 (EF208772)
AITAULLB/8T+ (EF208777)
V2107 (EF208778)

20164 (As251478)
AIRN/L196 (EF206771)
[————— Aorsaos: (Fae1721)
= (017242)
— AINDI360/07" (F1617243)
= AINDI124/08" (F517244)

=L aionzaoer astrzae)

EURO-SA
— AFRICA
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Cambodia
WRLFMD/2010/00043
Date received: 25/11/2010
No. samples: 5

O:5

PanAsia lineage.

All samples belonged to the ME-SA topotype,

CAM/1/2010
CAM/2/2010
CAM/3/2010

O1/Manisa/TUR/69 (AJ251477)

O/MAY/3/2004 (HQ116195)

O/IND/136/01* (PD-FMD)

O/IND/151/01* (PD-FMD)

O/IND/155/01* (PD-FMD)

O/MAY/11/2009 (HQ116217)

O/CAM/1/2004 (HQ116171)

OIVIT/7/2004 (HQ116274)

OIVIT/8/2004 (HQ116275)

OIVIT/7/2005 (HQ116280)

O/CAM/1/2008 (HQ116174)

O/LAO/17/2003 (DQ164912)
O/LAO/2/2006 (2003)(EU667451)

99 = O/LAO/19/2003 (DQ164913)

O/LAO/20/2003 (EU667449)

OIVIT/6/2010

OIVIT/8/2010

OIVITI7/12010

OIVIT/10/2010

O/VIT/11/2010

OICAM/4/2010

OIVIT/9/2010

O/VIT/3/2010

OICAM/5/2010

OIVIT/412010

O/CAM/1/2010

O/CAM/3/2010

O/CAM/2/2010

O/VIT/13/2010

OIVIT/12/2010

OIVIT/17/2005 (HQ116283)

O/CAM/4/2006 (HQ116172)

OIVIT/3/2005 (HQ116277)
O/LAO/34/2003
O/LAO/6/2003 (EU667447)

O/LAO/11/2003 (DQ164909)
O/LAO/3/2003 (DQ164908)
O/LAO/13/2003 (DQ164911)
O/LAO/12/2003 (DQ164910)
OILAO/24/2003 (EU667435)
O/LAO/5/2006 (2003)(EUB67454)
O/LAO/21/2003 (DQ164914)

O/LAO/3/2006 (2004)(EU667452)
O/LAO/4/2006 (2004)(EU667453)
O/LAO/22/2003 (EU667434)
O/LAO/23/2003 (DQ164915)
OIVIT/1/2004 (DQ165032)
OILAO/26/2003 (EU667436)

CAM/4/2010
CAM/5/2010

 Dariel alet 1 6-maps com

ME-SA

O/LAO/31/2003 (DQ164918)

CATHAY
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Hong Kong SAR
WRLFMD/2010/00047
Date received: 08/12/2010
No. samples: 3

0:3

Locations not given.

All three viruses belonged to the
CATHAY topotype.

SEA

O/HKN/6/83 (AJ294919)
O/VIT/1/2006 (HQ116284)
O/VIT/2/2006 (HQ116285)
O/VIT/1/2008 (HQ116291)
O/VIT/3/2006 (HQ116286)
O/MAY/8/2005 (HQ116202)

o7 O/VIT/9/2005 (HQ116281)
OIVIT/1/2005 (HQ116276)
O/TA/5/2005 (HQ116235)
O/TAI/6/2005 (HQ116236)
O/VIT/2/2004 (DQ165033)
O/VIT/11/2005 (HQ116282)
O-TW-185-97 (GQ292726)
O/TAW/4/99 (AJ294928)
O-TW-205-98 (GQ292727)
O-TW-219-98 (GQ292729)
O/TAW/Kaohsiung-190/97 (AF095885)
O-TW-210-98 (GQ292728)
O-TW-255-2000 (GQ292737)

99

O-TW-256-2001 (GQ292738)

E O/PHI/5/95 (DQ164946)
86 O/PHI/7/96 (AJ294926)

O/PHI/5/2003 (DQ164950)
O/PHI/20/2003
O/PHI/23/2003 (DQ164954)
O/PHI/1/2005
O-TW-257-2009 (GQ292739)

= I O/ TAW/1/2009

761 O-TW-258-2009 (GQ292740)
O/HKN/1/2007
O/HKN/2/2007
O/HKN/24/2010

O/HKN/6/2006
O/HKN/1/2006
O/HKN/3/2006
O/HKN/12/2005
O/HKN/3/2007
O/HKN/4/2007
O/HKN/26/2010
O/HKN/3/2008
O/HKN/1/2009
O/HKN/2/2009
O/HKN/4/2008
O/HKN/1/2008
O/HKN/2/2008

CATHAY
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lran

WRLFMD/2010/00034

Date received: 25/10/2010

No. samples: 26

0:16; A: 7, FMDV-GD: 2; NVD: 1

WRLFMD/2010/00040
Date received: 17/11/2010
No. samples: 11

O:7; A:1; NVD: 3

All type O viruses belonged to the ME-
SA topotype, PanAsia-2"""? [ineage.

All type A viruses belonged to the ASIA
topotype, Iran-05"7¢" lineage.

[ FMDV-GD

[ ]NVD

200 km

100 mi

© Daniel Dalet / d-maps.com

AITUR/161/2010* (FMDI)
AITUR/99/2010* (FMDI)
ATUR/151/2010* (FMDI)

AIPAK/24/2010
2} ~ ArPAK/12/2010
= [- A/PAKI23/2010
s | AIPAK/1/2000
AIPAK/2/2009
AIPAK/13/2008
AIPAK/24/2009
5 1 AIPAK/31/2009
AIIRN/134/2010
=L ruzisizot0
AIIRN/119/2010
AJIRN/78/2009
AIIRN/197/2010
8 AJIRN/188/2010
T || AIRNI201/2010
A/IRN/185/2010
AIIRN/200/2010
9 ¢ AIAFG/6/2007
AIAFG14412007

4“_{ BAR-08

AIPAK/S/2006

AIIRNI214/2010

00 1 AVIRN/38/2007 (FI755064)

A/IRN/39/2007 (FI755065)

AJIRN/3/2007 (FI755060)

AJIRN/15/2007 (FI755061)

AJIRN/1/2008 (FI755066)

B A/IRN/5/2008 (FJ755068)

AIAFGI7/2007

100 1 A/IRN/36/2007 (FI755062)
A/IRN/37/2007 (FI755063)

AIAFG/160/2005* (EF457982)
AJIRN/44/2005 (FI755050)
AITUR/8/2005
A/IRNI7/2005 (FI755026)

AJIRN/5/2005 (FI755025)
AVIRN/42/2005 (FI755048)

EZM-07

AIRN/26/2003
oo b A/IRN/41/2003 (FJ755020)

L {rakistan 2009
(EF208772)

AITAV118/87* (EF208777)
AITAU2/97 (EF208778)
AIIND/A7/77* (AF204108)

A22/IRQI24/64 (AI251474)
AJIRN/1/96 (EF208771)
India 2006-2007

EURO-SA

AFRICA

AFG-07

Khorasan

Sistan and
Baluchistan

Iran-05

ASIA

10




WRLFMD Quarterly Report October-December 2010 | 2011

Mongolia
WRLFMD/2010/00033
Date received: 12/10/2010
No. samples: 18

0:8

FMDV-GD: 1

NVD: 9

All viruses belonged to the SEA
topotype, Mya-98 lineage.

O/RUS/Aug 2010 (ARRIAH)

0/MOG/C03/2010 (ARRIAH)
O/MAY/20/2009 (HQ116218)

O/MAY/21/2009 (HQ116219)
O/TAI/19/2009 (HQ116266)

OITAI/12/2009 (HQ116260)
OITAI/16/2009 (HQ116263)

OITAI/15/2009 (HQ116262) -
OITAI/13/2009 (HQ116261)
OITAI/17/2009 (HQ116264)

—
0.001

Orkhon

Bator
Khentii

Omnoégovi

@ WRLFMD Ref. No. (e.¢. MOG/1/2010)

50 km
e
—_— (all collected in Sep 2010)
30mi
© Daniel Dalet / d-maps.com
o omosiz010 1 q
ooz
Siocrrz0io
‘omoar 2010
GIRUSIA 2010 (AFFIA)
OmoGsIz010
. Jf oocrizoio
02010
iociazo

912010
., |Lomocicosrzomo (arrian)

l omiavizi2000 (Ho116219)

OMAY/512009 (HQ116215)
*lomavierzoos tQuiezre)
| onmvavirzoo

1 omvavorz000 (HQ116230)

OTAV2012009 (HQ116267)

Mya-08

OTAVISIOS* (TRRY)

AULAIOS: (TRRL)
116250)

O/MOG/3/2010
O/MOG/4/2010
O/MOG/2/2010

O/MOG/1/2010

0O/MOG/5/2010
O/MOG/7/2010

O/MOG/6/2010
O/MOG/9/2010

O/TAI/23/2009 (HQ116270)

' omavarzios (RRD)
2 = OMYAIL0/2000 (HQL16231)

OIMYAL1/2000 (HQL1252)
OfHKNIAZ010

|omrniasizoo

ME-SA
.

11
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WRLFMD/2010/00044
Date received: 25/11/2010
No. samples: 2

FMDV-GD: 1
The type A detected belonged to the

ASIA topotype and was most closely
related to viruses from India in 2000.

AIND/128/2000* (AF390600)

AIND/174/2000* (AF390617)

AIND/172/2000* (AF390614)

AIND/173/2000* (AF390616)

AIND/80/2000* (AF390665)

AIND/24/2001* (AF390624)

AIND/126/2000* (AF390599)

AIND/81/2000* (AF390666)

AIND/84/2000* (AF390668)

AIND/40/2000* (AF390646)

AIND/39/2000* (AF390644)

AIND/38/2000* (AF390643)

AIND/42/2000* (AF390648)

AIND/78/2000* (AF390664)

AIND/192/2000* (AF390619)

AIND/134/2000* (AF390602)

sl AIND/16/2000* (AF390610)

AIND/104/2000* (AF390592)

AIND/408/97* (AF390647)

AIND/116/2000* (AF390596)

AIND/67/2000* (AF390658)

AIND/50/2000* (AF390653)

AIND/119/2000* (AF390597)

AIND/53/2000* (AF390654)

AMYA/4/2010

AIND/53/08* (FI617241)
= A/APS/45/05* (IND)(EU109792)
AAPR/51/05* (EF120400)

o | AAPS/50/05/1* (IND)(EU109791)

99 = AIND/124/08* (FJ617244)
2 AIND/128/08* (FJ617246)
AIND/360/07* (FJ617243)
AMEU/49/03* (EF120401)

AIND/152/06* (FI617247)
AIND/163/08* (FI617242)
AIND/820/03* (FI617251)

AIND/818/03* (FI617249)

AIND/243/04* (FI617245)

NAPS/44/05* (EF120402)
AAPS/68/05* (EF120403)
AAPS/59/05* (IND)(EU109789)
A/APS/58/05* (IND)(EU109790)
AIAPS/66/05* (IND)(EU109788)
A22/IRQI64 (AY593763)

AIRN/22/99 (EF208772)

AIRN/1/96 (EF208771

A15/Bangkok/TAI60 (AY593755)

3

o AIRN/1/2005 (EF208769)
ATUR/33/2008
) ATUR/1/2008 Iran-05
L:NAFG/6/2007
ABAR/6/2008

AIRN/2/87 (EF208770)

AIND/68/2001* (AF390659)
ATAIIL18/87* (EF208777)
ATAI2/97 (EF208778)
AICAVI2/2008
ATAI/7/2003
ATAI14/2009

009
A23/Kitale/KEN/64 (AY593766)

ro

-| — = E -
AL1/GER/29 (AGB)(EU553852)
|

L —————— . AFRICA

0.02

ASIA
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Nepal
WRLFMD/2010/00041
Date received: 24/11/2010
No. samples: 51

0:10

FMDV-GD: 17

NVD: 24

(only samples from 2010 are mapped)

All 10 viruses belonged to the ME-SA topotype,

Ind-2001d lineage.

2010

- [ unknown location
Dhawalagiri

Sagarmatha "
o Mechi

Koshi

PanAsia-2

O/NEP/4/2008
O/NEP/6/2009
O/BAN/20/2009
O/NEP/10/2009
O/BAN/24/2009
O/BAN/3/2009
O/BAN/4/2009
O/BAN/5/2009
O/NEP/13/2009
O/NEP/14/2009

O/NEP/15/2009
O/NEP/11/2009

99 = O/NEP/5/2008
99 O/NEP/7/2008
O/NEP/2/2009
99 | O/NEP/3/2009

— O/NEP/12/2010
— O/BAN/1/2009
=4 O/NEP/7/2010
O/BHU/25/2009
O/BHU/26/2009
O/BHU/20/2009
I 0O/BHU/23/2009
O/NEP/11/2010
-| O/BAN/30/2009

O/BAN/31/2009
O/BAN/29/2009
O/BAN/28/2009
[—— O/NEP/9/2010
= O/BHU/7/2009
O/BHU/5/2009
- O/NEP/3/2010
o 1 O/NEP/15/2010
O/NEP/16/2010
O/NEP/5/2010
O/BHU/3/2009
O/BHU/16/2009
O/BHU/6/2009
O/BHU/37/2009
O/BHU/40/2009
0/BHU/41/2009
O/BAN/9/2009
O/BHU/2/2009
O/BHU/4/2009
{ O/BAN/25/2009

ME-SA

Ind-2001d

O/BAN/26/2009
O/BAN/27/2009
|- 0/BAN/2/2009
O/BHU/18/2009
O/BHU/8/2009
-I O/BHU/10/2009
O/BHU/9/2009
- 0/BAN/11/2009
O/NEP/6/2010
- 0/BHU/19/2009
|- O/BAN/23/2009
O/NEP/17/2010 J
O/ISR/2/88 (DQ164899)

O/SRL/1/2009

O/IND/53/79 (AF292107)
—_—————— oo aroeeny
78 O1/Manisa/TUR/69 (AJ251477)

99

EURO-SA
CATHAY

100
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Pakistan Tasena '
WRLFMD/2010/00045 00 v Pt
Date received: 30/11/2010 Qruover @@ g 1Y)
No. samples: 31

0: 26
FMDV-GD: 4
NVD: 1

Pindadankhan

Sarghoda

(1]
(L 1]
@

Chichawatani

(X ]
()

All 26 type O viruses belonged to the ME-SA
topotype, PanAsia-2*N" lineage.

Bahawalpur

@6
(L 1)

200km

100mi
© Daniel Dalet  -maps.com

991 OIPAK/69/2010
1o

OIIRN/142/2010
OIIRN/20/2010
OIIRN/59/2010
OIIRN/34/2010
OIIRN/39/2010
OIIRN/27/2010
ﬁ_— O/IRNI17/2010
OIIRN/51/2010
|- o/RNI137/2010
OIIRN/B6/2010
[~ onrN1er2010

OIIRN/B5/2010
OIPAKI47/2010
OIPAK/48/2010
OIPAK/49/2010
OIPAK/59/2010
OIPAK/58/2010
OIPAK/65/2010
OIIRN/91/2010

OIIRN/90/2010

OIIRN/100/2010
OIIRN/33/2010

79| | OIAFGI43/2010
o OIAFG/44/2010
OIIRN/124/2010
OIAFG/57/2010 OIIRN/196/2010
OIIRN/205/2010
IRN/138/2010 OJIRNI71/2010
OIIRN/161/2010
OIIRN/113/2010
/IRN/4812010 O/IRNIBB/2009

OIAFG/60/2010 O/IRN/208/2010
OIAFGIG212010 L omuziozon
571 O/IRN/211/2010

OITUR/153/2010* (FMDI)
OITUR/154/2010* (FMDI)
OIIRN/184/2010
O/IRN/115/2010
OIIRN/84/2010
OITUR/12/2010
O/TUR/18/2010
OITUR/35/2010

AZ-09

—
0005

ANT-10

O/IRNI22/2010
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Republic of Korea (South Korea)
VP1 sequences received from National
Veterinary Research and Quarantine
Service (NVRQS), Anyang, Gyeonggi
430-824, Republic of Korea

Date received: 30/11/2010 t017/12/2010
No. sequences: 4

0:4

All four sequences belonged to the SEA
topotype, Mya-98 lineage.

Yeoncheon (14/12/2010)

o

Yangju (14/12/2010)

Paju (17/12/2010)

Andong (28/11/2010)

(Southern Chupyd

‘A

50 km

' ==
‘eukbyeoljachido 30 mi
(Jeju-do) © Daniel Dalet / d-maps.com

94

o O/MYA/10/2009 (HQ116231)
1 OIMYA/11/2009 (HO116232)
O/HKN/4/2010
O/HKN/6/2010
&IT)/HKN/1/2010
O/HKN/18/2010

98

O/HKN/19/2010
—1 O/HKN/20/2010 (HM229661)
OITAI/22/2009 (HQ116269)

1 O/MYA/5/2009 (HQ116228
— (HQ )

O/MYA/6/2009 (HQ116229)
o O/SKR/4/2010
O/Ganghwa/SKR/2010 (NVRQS)
O/RUS/Jul 2010 (ARRIAH)

O/Andong 1/SKR/2010 (NVRQS)
O/IPN/2010 (NIAH)

7

0.005

O/Paju/SKR/2010 (NVRQS)
O/Yangju/SKR/2010 (NVRQS)
st1 O/Yeoncheon/SKR/2010 (NVRQS)

O/HKN/14/2010
O/HKN/15/2010
O/HKN/8/2010
O/HKN/7/2010
O/HKN/13/2010
—| O/HKN/9/2010

O/HKN/12/2010
O/HKN/10/2010
O/HKN/11/2010
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Thailand
WRLFMD/2010/00042
Date received: 25/11/2010
No. samples: 8

0:8

All viruses belonged to the SEA
topotype, Mya-98 linegae.

78

O/LAO/1/2009 (HQ116182)
O/TAI/3/2009 (HQ116258)
O/MAY/8/2009 (HQ116216)
O/TAI/18/2009 (HQ116265)
b— O/MYA/2/2008 (HQ116226)
O/TAI/5/2008 (HQ116252)
O/TAI/7/2008 (HQ116254)
O/TAI/3/2008 (HQ116251)
O/TAI/2/2008 (HQ116250)
O/TAI/12/2008 (HQ116255)
O/TAI/2/2009 (HQ116257)
O/TAI/6/2008 (HQ116253)
O/TAI/1/2009 (HQ116256)
99 1 O/TAI/4/2009 (HQ116259)
_| O/LAO/2/2008 (HQ116180)

94 | O/LAO/3/2008 (HQ116181)

O/LAO/1/2007 (HQ116175)
E O/MAY/7/2007 (HQ116211)
O/MAY/9/2007 (HQ116212)
'E O/TAI/9/2007 (HQ116245)
O/TAI/14/2007 (HQ116249)

1 O/MAY/5/2007 (HQ116209)
- O/MYA/3/2008 (HQ116227)

{ O/MAY/4/2007 (HQ116208)
O/MAY/6/2007 (HQ116210)

O/TAI/7/2007 (HQ116243)
-I: O/TAI/6/2007 (HQ116242)

O/TAI/12/2007 (HQ116247)

O/MAY/5/2009 (HQ116213)
—l O/MAY/6/2009 (HQ116214)
94 1 o/MAY/7/2000 (HQ116215)

O/MYA/1/2009
99 | O/MYA/9/2009 (HQ116230)
O/TAI/1/2010
O/TAI/25/2009 (HQ116272)

©
3

|= O/TA21/2009 (HQ116268)

|— O/TAI20/2009 (HQ116267)

: O/TAI/24/2009 (HQ116271)
O/TAI/26/2009

O/TAI/1/2005 (HQ116234)

9 Eo/TAl/s/zoos (HQ116237)

O/TAI/6/2010
rOIV IT/5/2010

200 km

100 mi

© Dariel Dalet / d-maps.com

0.005

O/TAI/4/2010
O/TAI/2/2010
O/TAI/27/2009

O/TAI/3/2010
O/TAI/5/2010

99

TAI, MAY 2009, VIT 2010, MOG, RUS 2010,
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Vietnam
WRLFMD/2010/00035
Date received: 05/11/2010
No. samples: 13

0:12

Al

The type A virus belonged to the ASIA
topotype, Sea-97 lineage.

10 of the type O viruses (from the south of
the country) belonged to the ME-SA
topotype, PanAsia lineage and two (from the
north) belonged to the SEA topotype, Mya-
98 lineage.

150 km

[=r———"1]
100 mi

© Daniel Dalet / d-maps.com

AITAI 68/08* (TRRL)
AITAI/10/2009
AITAI/17/2008
AITAI5/2009
AITAII18/2008
51 A/TAI 70/08* (TRRL)
A/HUBWH/CHA/2009
AIMAY/2/2009
AITAV6/2009
AITAI15/2008
AITAI16/2008
AITAI 67/08* (TRRL)
AITAI19/2008
AITAI 73/08* (TRRL)
AIVN/03/2009* (GQ406249)
AIVN/02/2009* (GQ406248)
[— A/VN/16/2009* (GQ406251)
AIMAY/9/2009
AIVN/09/2009* (GQ406247)
AIVN/11/2009* (GQ406250)
AIVN/20/2009* (GQ406252)

AITAII14/2009
i AITAI13/2008
” AITAI 62/08* (TRRL)

AITAI/9/2008
AITAI/10/2008
AITAI/4/2008

AITAI/8/2009
AJTAI/9/2009
! |- ArTAV7/2009
AIVIT/1/2010
AJTAI/8/2008
kAITAI 47-1/08* (TRRL)
AITAI 77/08* (TRRL)
AITAI/14/2008
AJTAI/11/2008
- A/TAI 63/08* (TRRL)
AIMAY/3/2007
AITAI11/2007
AIMAY/1/2008
AIMAY/3/2008
A/TAI 16-1/08* (TRRL)
AITAI 20/08* (TRRL)
AITAI/8/2006
A/TAI/11/2006

AICAM/2/2006

99 y AICAM/2/2008

AICAM 4/08* (TRRL)
AILAO/6/2006 (EUB67457)
AILAOI7/2006 (EUB67458)
A/LAO/8/2006 (EUB67459)
AIVIT/14/2005
AIVIT/18/2005
AIVITI8/2005
AIVIT/10/2005
AIVIT/13/2005
AITAI/48-2/04R2* (TRRL)
AITAI/45/04* (TRRL)
AITAI/66/04R1* (TRRL)
AITAV3-3/05* (TRRL)
AITAI/1/05R2B2* (TRRL)
AITAI/4/05R1* (TRRL)
AITAI/6/05* (TRRL)
AIVIT/6/2004

A/VIT/10/2004

AITAI/3/2005

AITAI3507/47R2* (TRRL)
AITAV4/2003
AITAI4/04R2* (TRRL)
AITAI10/2003

AITAI7/2003

AITAI/6-3/04* (TRRL)
AIMAY/1/2003
AIMAY/3/2003

AITAI8/2003
A/ILAO/36/2003 (EUB67455)
AILAO/1/2006 (2003)(EU667456)

AITAI/8/04R2* (TRRL)

AIMAY/4/2003
AITAI/2/04R2* (TRRL)

AIVIT/4/2004
AIVIT/12/2004

AJTAI/28-04* (TRRL)
AITAI/12/2003

AITAI/11/2003

AITAI/6/2004
AJTAI/11/04* (TRRL)
AITAI/3/2007

AITAI 54/08* (TRRL)

99
AIMAY/2/2002 (EU414533)

AITAI/14-1/04* (TRRL)

AITAI/2/97 (EF208778)
AITAI/

4/2005
AITAI/7/2005
AIMAY/5/2005

AITAI/2/2005

AJTAI/118/87* (EF208777)
A/IN
AJIND/17/77* (AF204108)

D/7/82 (1980)

A22/IRQ/24/64 (AJ251474)
AJIRN/87
AISAUI41/91 (FJ755085)

AJIRN/22/99 (EF208772)
A/IRN/1/96 (EF208771)

AISAU/23/86 (EU414536)

India 2005-2008

Al5/Bang

TAI/60 (AY593755)

= AFRICA

EURO-SA

ASIA
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OITAV23/2009 (HQ116270)
212010

O/TAI19/2009 (HQ116266)

‘OIMAY/20/2009 (HQ116218)

f OIMAY/21/2009 (HQ116219)

OITAV/13/2009 (HQ116261)
OITAV/16/2009 (HQ116263)
OIMOG/CO3/2010* (ARRIAH)
0/MOG/6/2010
0IMOG/9/2010

O/LAO/1/2009 (HQ116182)
OITAV/3/2009 (HQ116258)
J[— OmAYI&i2009 (Q1l6Ls)

O/TAV18/2009 (HQ116265)

OIMYAJ2/2008 (HQ116226)

C R

OIMYA 1/08

OITAV5/2008 (HQ116252)
OITAI 44/08" (TRRL)
OITAV7/2008 (HQ116254)

- O/TAI 75/08* (TRRL)
OITAV212008 (HQ116250)
OITAU3/2008 (HQ116251)

|— orTAl 55/08* (TRRL)

|| 59 — OITAV1/2009 (HQ116256)

OITAV4/2009 (HQ116259)
OITAII6/2008 (HQ116253)
OITAII2/2009 (HQ116257)
O/TAI/12/2008 (HQ116255)
< L O/TAI 60/08* (TRRL)
OILAO/2/2008 (HQ116180)
OILAO/3/2008 (HQ116181)
O/TAI 40/08* (TRRL)
OITAI 41/08* (TRRL)
OITAI14/2007 (HQ116249)
OITAI 7/08" (TRRL)
OITAU9/2007 (HQ116245)
|- omvavier2007 (Ho116212)
OILAOIL/2007 (HQ116175)
OIMAY/7/2007 (HQ116211)
[ O/MAYISI2007 (HQ116209
O/MYA/3/2008 (HQ116227)
‘OIMAY/4/2007 (HQ116208)
OIMAY/6/2007 (HQ116210)
OITAI7/2007 (HQ116243)
OITAII8/2007 (HQ116242)
OITAV12/2007 (HQ116247)
O/MAY/5/2009 (HQ116213)
OIMAY/6/2009 (HQ116214)
* | o/mAY/7/2009 (HQ116215)
OIMYA/1/2009
=1 OIMYA/9/2009 (HQ116230)
OITAII20/2009 (HQ116267)
OITAU25/2009 (HQ116272)
w5} O/TAV21/2009 (HQ116268)
OITAI24/2009 (HQ116271)
OITAI/8/2005 (HQ116237)
OITAIL/2005 (HQ116234)
OITAU2/05* (TRRL)
ONVITIS/2010
O/MYAI7/2002 (DQ164928)
OIMYA/S/04° (TRRL)

OIMYA/3/2009
OJLAOJ2/2001 (EU667445)
OIMAY/5/2001 (DQ164921)
OIMAY/6/2001 (DQ164922)
OILAO/7/2003 (EUG67448)
OILAO/412001 (DQ164907)
‘OILAO/1/2003 (EUB67446)

OITAV10/2007 (HQ116246)
OITAV3/2003 (DQ164981)
3 OITAV15/05* (TRRL)
OITAV14/05* (TRRL)
OIVIT/7/2006 (HQ116290)
OIVIT/5/2006 (HQ116288)
OIVITI4/2006 (HQ116287)
OJVIT/6/2006 (HQ116289)
781 O/LAO/212007 (HQ116176)
OILAO/412007 (HQ116178)
OILACJ3/2007 (HQ116177)
OILAO/1/2008 (HQ116179)
OITAV4/2007 (HQ116240)
OITAV5/2007 (HQ116241)

o1 O/TAV10/2005 (HQ116239)
OITAV8/2007 (HQ116244)

O/MYAJ2/2000 (DQ164927)
OIMYA/1/98 (AJ303521)
OIMYA/7/98 (DQ164925)
OIMYA/4/04* (TRRL)
Jomvarsio (TRRL)
OIMYA/1/2006
531 OIVITI4/2005 (HQ116278)
= fl opviTia/0s* (TRRL)
OIVIT/L0105* (TRRL)
O/HLIOC12/03 (China) (DQ119643)
OIMOG/2004 (ARRIAH)
OIVIT/6I05* (TRRL)
7 RL)
OIMYA/1/04* (TRRL)
051 O/MYA/2/04° (TRRL)
2 — O/MYA/1012009 (HQ116231)
O/MYA/L1/2009 (HQ116232)
OJHKNI4/2010
O/HKN/6/2010
OJHKNI18/2010
OJHKN/1/2010
OJHKN/19/2010
a1 O/HKN/20/2010 (HM229661)
OITAI/22/2009 (HQ116269)
5 § O/MYA/5/2009 (HQ116228)
OIMYAJ6/2009 (HQ116229)

OITAV189/87 (TRRL)
OIMYA/13/89 (DQ164924)
OICAM/L/98 (AJ294908)

OITAV8I99 (DQ164977)
OILAO/2/99 (EUB67442)
O/LAO/1/98 (EUG67440)

41 O/LAO/4/98 (DQ164906)

CATHAY

SEA

CATHAY

O1/Manisa/ TUR/69 (AJ251477)
O/MAY/1/2006 (HQ116204) 7 7
O/MAY/2/2006 (HQ116205)
OIMAY/4/2005 (HQ116199)
O/MAY/7/2005 (HQ116201)
O/MAY/6/2005 (HQ116200)
O/MAY/3/2005 (HQ116198)
O/MAY/3/2006 (HQ116206)
O/MAY/9/2005 (HQ116203)
O/MAY/6/2003 (DQ165058)
OIMAY/2/2004 (HQ116194)

891 O/MAY/3/2004 (HQ116195)
O/IND/136/01* (PD-FMD)
O/IND/151/01* (PD-FMD)
O/IND/155/01* (PD-FMD)
O/MAY/11/2009 (HQ116217)
O/CAM/1/2004 (HQ116171)
OIVIT/5/05* (TRRL)

OIVIT/7/2004 (HQ116274)

OIVIT/8/05* (TRRL)

OIVIT/8/2004 (HQ116275)

95 1 O/VIT/7/2005 (HQ116280)
OICAM/1/2008 (HQ116174)

PanAsia-2

90

O/LAO/17/2003 (DQ164912)
O/LAO/2/2006 (2003)(EU667451)
3 |= O/LAO/19/2003 (DQ164913)
O/LAO/20/2003 (EU667449)
O/VIT/6/2010
O/VIT/8/2010
OIVIT/7/2010
O/VIT/10/2010
OIVIT/11/2010
OIVIT/3/2010

O/VIT/9/2010

O/VIT/13/2010

OIVIT/4/2010

O/VIT/12/2010

O/VIT/17/2005 (HQ116283)
O/CAM/4/2006 (HQ116172)

98 k= O/CAM/5/2006 (HQ116173)
OITAI/2/2003 (DQ164980)
O/LAO/1/2000 (EU667444)
OILAO/2/2000 (AJ318844)
O/LAO/1/99 (EUB67441)
O/MAY/2/2000 (AJ318846)
O/TAI/1/2000

OITAW/2/99 (AJ294927)
OILAO/11/99 (EUB67443)
OITAN/9/99 (DQ164978)
O/CAM/2/2000 (AJ318828)
O/CAM/4/2000 (AJ318829)
OJIVITI3/2005 (HQ116277)

5o 1 O/VIT/3/05* (TRRL)
O/LAO/34/2003

O/LAO/6/2003 (EUB67447)
O/LAO/11/2003 (DQ164909)
O/LAO/3/2003 (DQ164908)
O/LAO/13/2003 (DQ164911)
O/LAO/12/2003 (DQ164910)
O/LAO/24/2003 (EU667435)
O/LAO/5/2006 (2003)(EU667454)
O/LAO/21/2003 (DQ164914)
O/LAO/30/2003 (DQ164917)
O/LAO/28/2003 (DQ164916)
O/LAO/3/2006 (2004)(EU667452)
OILAO/4/2006 (2004)(EU667453)
OILAO/22/2003 (EU667434)
O/LAO/23/2003 (DQ164915)
O/VIT/1/2004 (DQ165032)
OILAO/26/2003 (EU667436)
O/LAO/31/2003 (DQ164918)

99

0.02

PanAsia

ME-SA
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AFRICA

Ethiopia
WRLFMD/2010/00046
Date received: 06/12/2010
No. samples: 12
FMDV-GD: 8

NVD: 4

Gungua, Bahir Dar

Dugda

202D @) € Gojom | Shinile
N i fi d a5 Al oreom
0 sequencing was pertormed. Y :
; ) voreri 48\ Jigligs
W. Wellega
) € Horerge
W Harerge
R ambony [ Tobeber =
o3[ Zaned vem ]| Gurege Degehabor
Jimma I Arsi
Hadiya oy el " —
5::”‘“‘ Bench Maji b [ noms sidoms Bale Korahe
! Gode
H Diroshe. Gedio
Arba Minch P,
~ Seuth Ome
008 2
@ @ Konso Borens
Liben
0 150 300
Kilometers »

Botswana
WRLFMD/2010/00036
Date received: 09/11/2010
No. samples: 5

SAT 2:5

All viruses belonged to SAT 2 topotype I11.

Lesoma, Kasane

BOT/1/2010
BOT/2/2010
BOT/3/2010
BOT/4/2010
BOT/5/2010

Ngamiland

yrth-East

Ghanzi

Kweneng

Kgalagadi
outh-East

© Daniel Dalet / d-maps.cor
150 km

100 mi

SAT2/NMB/1/2008
72| SAT2/NMB/4/2008
°H SAT2/NMB/3/2008
SAT2/NMB/2/2008
SAT2/NMB/1/2007
SAT2/NMB/4/2007
SAT2/ZAM/2/2007
SAT2/ZAM/1/2007
SAT2/ZAM/3/2007
SAT2/ZAM/8/2008
SAT2/BOT/14/2008
5 | SAT2/BOT/15/2008
SAT2/BOT/24/2006 (buffalo)
SAT2/ZAM/14/2009
SAT2/ZAM/13/2009
SAT2/ZAM/12/2009
SAT2/ZAM/16/2009
| SAT2/BOT/2/2010
SAT2/BOT/3/2010
SAT2/BOT/4/2010
=4 sat2/BoOT/5/2010
SAT2/BOT/1/2010
SAT2/BOT/3/2005
SAT2/BOT/6/2005
SAT2/BOT/1/2005
SAT2/BOT/8/2005
9 | SAT2/BOT/2/2005

SAT2/BOT/4/2005
SAT2/BOT/5/2005
0 721 SAT2/BOT/7/2005 Topotype lll
1 _ﬁsonpa/% (buffalo 29) (AF367124)
99 SAT2/BOT/P3/98 (buffalo 31) (AF367125)

99 | SAT2/ZIM/10/2002
SAT2/ZIM/11/2002

SAT2/BOT/6/2009
SAT2/BOT/8/2009
2+ SAT2/BOT/7/2009

SAT2/BOT/5/2009
SAT2/BOT/3/2009
24 SAT2/BOT/4/2009
SAT2/BOT/2/2009
2 | SAT2/BOT/7/2008
a1 | [1sAT2/80T/11/2008
SAT2/BOT/5/2007
SAT2/BOT/6/2007
* | satz/BoTr212007
SAT2/BOT/3/2007
SAT2/BOT/16/2008
SAT2/BOT/18/2008
SAT2/BOT/9/2008
SAT2/BOT/10/2008
SAT2/BOT/6/2008
731 SAT2/BOT/8/2008
SAT2/RHO/1/48 (AJ251475)
SAT2/RHO/1/48 (AY593847)
SAT2/ZAM/9/93* (AF367116)(buffalo)
SAT2/ZAM/10/93* (AF367117)(buffalo)
SAT2/ZAM/P2/96 (MUL-7) (AF367120)(buffal
SAT2/ZAM/P2/96 (MUL-10) (AF367121)(buffa _|

Topotype IV

Topotype |

Topotype Il

Topotype Xl
- Topotype V
— Topotype VI
Topotype X
Topotype Xl
- Topotype IX
Topotype VI

Topotype VII
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Mozambique
WRLFMD/2010/00037
Date received: 09/11/2010
No. samples: 7

SAT 2: 7

All viruses belonged to SAT 2
topotype I.

Bilene

Majp
7y aputo City

Location notgiven:
SAT2/MOZ/7/2010

SAT2/MOZ/1/2010
SAT2/M0Z/2/2010
SAT2/MOZ/3/2010
SAT2/MOZ/4/2010
SAT2/M0Z/5/2010
SAT2/MOZ/6/2010

© Danel Dkt /d-maps com

= Topotype Il

100

Topotype IV
100 § SAT2/MAL/1/2003
L SAT2/MAL/2/2003
80 = SAT2/ZIM/1/2003
BH!- SAT2/ZIM/2/2003
100 SAT2/2IM/18/2002
SAT2/ZIM/12/2002
a9 1 SAT2/ZIM/14/2002

9 SAT2IMOZ/1/79 (AF367137)
98 SAT2/MOZ/4/83* (AF367101)

- SAT2/SA/106/59 (AY593848)

SAT2/SAR/16/83 (DQO09734)

L sammozu70

SAT2/KNP/19/88* (AF367106)(impala)
SAT2/KNP/31/95* (AF367119)(buffalo)
SAT2/SAR/1/01* (AY442903)
Too } SAT2/SAR/2/01* (AY442904)
SAT2/KNP/183/91* (AF367112)(buffalo)
SAT2/PAL/5/83* (AF367102)
SAT2/MOZ/1/2010
SAT2/MOZ/4/2010
SAT2/IMOZ/7/2010
SAT2/MOZ/3/2010
SAT2/MOZ/5/2010
SAT2/MOZ/2/2010
SAT2/MOZ/6/2010

Topotype ll

Topotype Xl

Topotype V

100

Topotype VI
7 = To%ot){/%e X
Topotype Xl
Topotype IX

Topotype VIII
T)épotYpe X1l
Topotype XV

= TOpOtype VII

100

Topotype |
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Zambia
WRLFMD/2010/00038
Date received: 09/11/2010
No. samples: 4

0:3

FMDV-GD: 1

All viruses belonged to the O EA-2 topotype.

Mbala

O/ZAM/1/2010
O/ZAM/3/2010
O/ZAM/4/2010
FMDV-GD/ZAM/2/2010

North-Western

150 km

100 mi

© Daniel Dalet / d-maps.com

b—————— o/uGA/3I72

O/EGY/174
y E— U E-SA
EA-4

EA-1
O

WA
8  O/RWA/2/2004

0/COD/100/2006
0/COD/101/2006
0/COD/102/2006
0/COD/10/2006
0/COD/80/2006
0/COD/82/2006

0/U18/06* (HM756627)
0/U25/06* (HM756628)
0/U312/06* (HM191257)
O/KSE/UGA/2006 (EF611987)

OITAN/5/2009

100 § O/TAN/44/2009
OIUGAJ4/2004
O/U12/05* (HM756625)
O/UGA/1/2004
OIUGAJ3/2004
OIUGA/18/12004
O/UGA/18/2007
O/UGA/6/2004
O/UGA/5/2004
O/UGA/7/2004
OIUGA/8/2004
OIKEN/3/2002
OfKapchorwa/UGA/KPR-1/02* (FJ461345)
O/UGA/S/2002
O/Kumi/UGA/EL-1/02* (FJ461344)
O/K117/00* (HM756607)
O/K145/00* (HM756611)
O/K141/00* (HM756610)
O/K147/00* (HM756612)
O/K150/00* (HM756613)
OIUGA/3/2002 (DQ165077)
OIUGA/6/2002
O/U20B/04* (HM756621)
0/U14B/04* (HM756619)
ok O/U17B/04* (HM756620)
OJKEN/1/2008 EA-2

OITAN/7/98 (AJ296320)
O/ZAM/1/2000
To0 b O/ZAM/2/2000
OfTAN/1/2004
O/K130/00* (HM756608)
O/KEN/5/2002 (DQ165073)
O/K11/93* (HM756598)
O/K5/05* (HM756622)
O/K14/08* (HM756638)
O/K79/02* (HM756616)
O/K61/01* (HM756615)
O/KEN/29/2004
OIKEN/23/2004
O/KEN/24/2004
O/KEN/12/2007
00 1 O/KEN/14/2008
O/K109/00* (HM756606)
O/K82/98* (HM756602)
O/K45/01* (HM756614)
100  O/KEN/24/2008

CATHAY

EURO-SA
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Zimbabwe
WRLFMD/2010/00039
Date received: 09/11/2010
No. samples: 4

SAT 2:2

FMDV-GD: 2

All viruses belonged to SAT 2 topotype II.

Plumtree

SAT2/ZIM/2/2010
SAT2/ZIM/4/2010
FMDV-GD/ZIM/1/2010
FMDV-GD/ZIM/3/2010

& Daril Daet [ Gmaps.com

Topotype lll

Topotype IV

Topotype |

SAT2/BOT/29/2002
SAT2/BOT/30/2002
SAT2/BOT/13/2002
SAT2/ZIM/1/2001
SAT2/ZIM/2/2001
SAT2/ZIM/16/2002
SAT2/ZIM/5/2002
100 | SAT2/ZIM/6/2002
SAT2/ZIM/7/2002
SAT2/BOT/8/2006
SAT2/BOT/1/2006
771 SAT2/BOT/5/2006
SAT2/ZIM/5/81 (EF134951)
SAT2/ZIM/1/00* (AF367136)(buffalo)

100 } SAT2/BOT/12/2008
% SAT2/BOT/13/2008
SAT2/NAM/304/98* (AF367129)(buffalo)
100  SAT2/ZIM/2/2010
SAT2/ZIM/4/2010
SAT2/BOT/P3/98 (buffalo 1) (AF367122)
SAT2/BOT/P3/98 (buffalo 18) (AF367123)
SAT2/NAM/286/98* (AF367127)(buffalo)
SAT2/NAM/292/98* (AF367128)(buffalo)
79p SAT2/ZIM/8/2002
SAT2/ZIM/17/2002
SAT2/ZIM/9/2002
SAT2/ZIM/1/88 buffalo
SAT2/ZIM/14/89 buffalo
SAT2/ZIM/7/88 buffalo
SAT2/ZIM/4/89 buffalo
SAT2/ZIM/31/89 buffalo
SAT2/ZIM/7/83 (AF136607)
SAT2/ZIM/1/87
SAT2/ZIM/5/87
SAT2/ZIM/8/89
SAT2/ZIM/19/89
SAT2/ZIM/13/89
SAT2/ZIM/16/89
SAT2/ZIM/14/89
SAT2/ZIM/9/89
SAT2/ZIM/12/89

Topotype Xl
Topotype\/p P

Topotype VI

74

Topotype X
Topot)?pey)al
Topotype IX
Topo_}ype Vil

opotYpe Xl
Topotype XIV
= TOpoOtype VII

100

Topotype Il
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Vaccine matching

Twenty five FMDV type O isolates (See Table C, Type O for details) from Ethiopia, Iran, Kenya, Mongolia,
Myanmar, Nigeria, Pakistan, Thailand, Turkey, Tanzania and Zambia collected in 2009 and 2010 were analysed
antigenically by the two dimensional virus neutralisation test (2dmVNT) and/or LPBE. Two isolates from
Ethiopia showed antigenic matching with O K77/73, O BFS, and O Manisa by VNT and /or LPBE. Out of 7
isolates from Iran, all were antigenically matched with O IND R2/75 and O TAW 98 vaccines; 5 were
antigenically close to O 4625, 2/7 and 3/7 were matched with O BFS and O Manisa respectively. Two viruses
collected from Kenya were antigenically similar to O IND R2/75 but not to O Manisa, O BFS and O TAW 98.
3 viruses isolated from Mongolia showed an antigenic match with O 4625 vaccine but not with O Manisa or O
BFS. Two field isolates from Myanmar showed a match with both O Manisa and O IND R2/75. Two isolates
from Pakistan were closely matched with all of O 4625, O BFS, O Manisa, O IND R2/75, O TAW 98 and O
TNN 24/84 vaccine strains. Two isolates from Turkey were a close match with all of O 4625, O BFS, O IND
R2/75, O PanAsia 2 and O TNN 24/84 vaccine strains with only one antigenically matched with O Manisa. The
single isolates from Nigeria, Tanzania and Zambia all showed antigenic similarity to O Manisa strain (Table C).

Four FMDV type SAT 1 viruses (see table C, Type SAT 1 for details) from Kenya collected in 2010 were
analysed for antigenic relationships with two vaccine strains by 2dmVNT and/or LPBE. Only one virus showed
an antigenic match with SAT 1 RHO and SAT 1 BOT 1/68 by VNT and LPBE, respectively (Table C).

Five FMDV type SAT2 viruses (see table C, Type SAT2 for details) from Ethiopia, Kenya and Tanzania
collected in 2009 and 2010 were antigenically matched with different vaccine strains. All viruses showed
antigenic matching with SAT 2 Eritrea vaccines. All three virus from Ethiopia were also closely matched with
SAT 2 K65/82 by LPBE. One virus each from Kenya and Tanzania were antigenically close to K 65/82 vaccine
strain by LPBE. The virus from Kenya was also antigenically matched with SAT 2 Zim vaccine strain by VNT
(Table C).

Annex 1.

TABLE A: Clinical sample diagnostics made by the WRL between October and December 2010

Date of
Country WRL for FMD Animal Collection Results
Sample
Identification VI/ELISA RT-PCR Final report
BOTSWANA BOT 1/2010 Cattle 00.08.10 SAT 2 Positive SAT 2
BOT 2/2010 Cattle 00.08.10 SAT 2 Positive SAT 2
BOT 3/2010 Cattle 00.08.10 SAT 2 Positive SAT 2
BOT 4/2010 Cattle 00.08.10 SAT 2 Positive SAT 2
BOT 5/2010 Cattle 00.08.10 SAT 2 Positive SAT 2
CAMBODIA CAM 1/2010 Cattle 17.09.10 0] Positive 0]
CAM 2/2010 Cattle 17.09.10 0] Positive 0]
CAM 3/2010 Cattle 17.09.10 0] Positive 0]
CAM 4/2010 Cattle 22.09.10 0] Positive 0]
CAM 5/2010 Cattle 22.09.10 0] Positive 0]
ETHIOPIA ETH 11/2010 Cattle 26.02.10 NVD Positive FMDV GD
ETH 12/2010 Cattle 26.02.10 NVD Positive FMDV GD
ETH 13/2010 Cattle 26.02.10 NVD Positive FMDV GD
ETH 14/2010 Cattle 26.02.10 NVD Positive FMDV GD
ETH 15/2010 Cattle 26.02.10 NVD Positive FMDV GD
ETH 16/2010 Cattle 03.03.10 NVD Negative NVD
ETH 17/2010 Cattle 03.03.10 NVD Negative NVD
ETH 18/2010 Cattle 24.03.10 NVD Negative NVD
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HONG KONG

IRAN

MONGOLIA

ETH 19/2010
ETH 20/2010
ETH 21/2010
ETH 22/2010

HKN 24/2010
HKN 25/2010
HKN 26/2010

IRN 189/2010
IRN 190/2010
IRN 191/2010
IRN 192/2010
IRN 193/2010
IRN 194/2010
IRN 195/2010
IRN 196/2010
IRN 197/2010
IRN 198/2010
IRN 199/2010
IRN 200/2010
IRN 201/2010
IRN 202/2010
IRN 203/2010
IRN 204/2010
IRN 205/2010
IRN 206/2010
IRN 207/2010
IRN 208/2010
IRN 209/2010
IRN 210/2010
IRN 211/2010
IRN 212/2010
IRN 213/2010
IRN 214/2010
IRN 215/2010
IRN 216/2010
IRN 217/2010
IRN 218/2010
IRN 219/2010
IRN 220/2010
IRN 221/2010
IRN 222/2010
IRN 223/2010
IRN 224/2010
IRN 225/2010

MOG 1/2010
MOG 2/2010
MOG 3/2010
MOG 4/2010
MOG 5/2010
MOG 6/2010
MOG 7/2010
MOG 8/2010

Cattle
Cattle
Cattle
Cattle

Pig
Pig
Pig

Sheep
Sheep
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Goat
Cattle
Cattle
Sheep
Sheep
Cattle
Cattle
Cattle
Cattle
Sheep

Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Gazelle

24.03.10
16.04.10
16.04.10
16.04.10

06.12.10
06.12.10
06.12.10

16.09.10
16.09.10
01.10.10
03.10.10
05.10.10
12.10.10
29.07.10
08.08.10
08.08.10
08.08.10
19.08.10
23.08.10
23.08.10
23.08.10
23.08.10
26.08.10
07.09.10
19.09.10
23.09.10
26.09.10
27.09.10
27.09.10
27.09.10
05.10.10
05.10.10
05.10.10
10.10.10
11.10.10
17.10.10
23.10.10
23.10.10
28.10.10
28.10.10
31.10.10
31.10.10
01.11.10
10.11.10

10.09.10
11.09.10
12.09.10
12.09.10
12.09.10
04.09.10
06.09.10
06.09.10

NVD
NVD
NVD
NVD

o)
o)
o)

NVD
NVD

e
< OO
o

NVD

NVD

NVD

O0000O<KO<KLOoOL>»Pr>»P>»P>»PO0OO000000O000O0>»P>PO0O0>PO>PO

<O0OO0OO0OO0OO0OO0OO0

Z

D

Negative
Positive
Positive
Positive

Positive
Positive
Positive

Negative
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Negative
Positive
Negative
Positive
Negative
Positive
Positive
Positive
Positive
Positive

Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive

NVD
FMDV GD
FMDV GD
FMDV GD

o)
o)
o)

NVD
FMDV GD
0
0
FMDV GD

NVD

NVD

NVD

O0000O<KOLKLOoOL>»Pr>»P>»P>»PO0O0O00000O0000O0>»P>»PO0O0>PO>PO
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FMDV GD
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MOZAMBIQUE

MYANMAR

NEPAL

MOG 9/2010
MOG 10/2010
MOG 11/2010
MOG 12/2010
MOG 13/2010
MOG 14/2010
MOG 15/2010
MOG 16/2010
MOG 17/2010
MOG 18/2010

MOZ 1/2010
MOZ 2/2010
MOZ 3/2010
MOZ 4/2010
MOZ 5/2010
MOZ 6/2010
MOZ 7/2010

MYA 4/2010
MYA 5/2010

NEP 111/97
NEP 112/97
NEP 1/2001
NEP 2/2001
NEP 1/2002
NEP 1/2004
NEP 2/2004
NEP 3/2004
NEP 4/2004
NEP 5/2004
NEP 6/2004
NEP 7/2004
NEP 1/2006
NEP 2/2006
NEP 3/2006
NEP 4/2006
NEP 5/2006
NEP 6/2006
NEP 6/2007
NEP 7/2007
NEP 8/2007
NEP 9/2007
NEP 10/2007
NEP 11/2007
NEP 12/2007
NEP 13/2007
NEP 14/2007
NEP 15/2007
NEP 16/2007
NEP 8/2008
NEP 9/2008
NEP 1/2010
NEP 2/2010

Gazelle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle

Gazelle

Gazelle

Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
NK

Cattle
Cattle

Cattle
Cattle
Sheep
Cattle
Pig
Cattle
Cattle
Cattle
Buffalo
Cattle
Buffalo
Cattle
Cattle
Buffalo
Cattle
Cattle
Pig
Cattle
Goat
Goat
Goat
Goat
Goat
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle

07.09.10
12.09.10
12.09.10
12.09.10
07.09.10
07.09.10
07.09.10
04.09.10
06.09.10
06.09.10

19.10.10
19.10.10
19.10.10
19.10.10
19.10.10
19.10.10
NK

29.09.10
29.09.10

00.00.97
00.00.97
00.00.01
00.00.01
00.00.02
00.00.04
00.00.04
00.00.04
00.00.04
00.00.04
00.00.04
00.00.04
00.00.06
00.00.06
00.00.06
00.00.06
00.00.06
00.00.06
00.00.07
00.00.07
00.00.07
00.00.07
00.00.07
00.00.07
00.00.07
00.00.07
00.00.07
00.00.07
00.00.07
00.00.08
00.00.08
00.00.10
00.00.10

NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD

SAT 2
SAT 2
SAT 2
SAT 2
SAT 2
SAT 2
SAT 2

NT
NVD

NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD

Positive
Negative
Negative
Negative
NT
NT
NT
NT
NT
NT

Positive
Positive
Positive
Positive
Positive
Positive
Positive

NT
Positive

Positive
Positive
Negative
Negative
Negative
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Negative
Negative
Negative
Negative
Negative
Negative
Negative
Negative
Positive
Negative
Negative
Negative
Negative
Negative
Negative
Negative
Positive
Negative
Positive
Negative

NVD

NVD

NVD
NT
NT
NT
NT
NT
NT

SAT 2
SAT 2
SAT 2
SAT 2
SAT 2
SAT 2
SAT 2

NT
FMDV GD

FMDV GD
FMDV GD
NVD
NVD
NVD
FMDV GD
FMDV GD
FMDV GD
FMDV GD
FMDV GD
FMDV GD
FMDV GD
FMDV GD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
FMDV GD
NVD
NVD
NVD
NVD
NVD
NVD
NVD
FMDV GD
NVD
FMDV GD
NVD
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PAKISTAN

THAILAND

NEP 3/2010
NEP 4/2010
NEP 5/2010
NEP 6/2010
NEP 7/2010
NEP 8/2010
NEP 9/2010
NEP 10/2010
NEP 11/2010
NEP 12/2010
NEP 13/2010
NEP 14/2010
NEP 15/2010
NEP 16/2010
NEP 17/2010
NEP 18/2010
NEP 19/2010
NEP 20/2010

PAK 46/2010
PAK 47/2010
PAK 48/2010
PAK 49/2010
PAK 50/2010
PAK 51/2010
PAK 52/2010
PAK 53/2010
PAK 54/2010
PAK 55/2010
PAK 56/2010
PAK 57/2010
PAK 58/2010
PAK 59/2010
PAK 60/2010
PAK 61/2010
PAK 62/2010
PAK 63/2010
PAK 64/2010
PAK 65/2010
PAK 66/2010
PAK 67/2010
PAK 68/2010
PAK 69/2010
PAK 70/2010
PAK 71/2010
PAK 72/2010
PAK 73/2010
PAK 74/2010
PAK 75/2010
PAK 76/2010

TAI 26/2009
TAI 27/2009
TAI 1/2010
TAI 2/2010

Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
Cattle
NK
Cattle
Cattle
Cattle
Cattle
Pig
Cattle
Cattle
Cattle

Buffalo
Buffalo
Buffalo
Cattle
Cattle
Cattle
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Buffalo
Cattle
Cattle
Cattle
Cattle
Buffalo
Buffalo
Cattle
Cattle
Cattle

Cattle
Buffalo
Cattle
Cattle

00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10
00.00.10

08.08.10
08.08.10
08.08.10
11.09.10
11.09.10
11.09.10
14.09.10
14.09.10
14.09.10
15.09.10
15.09.10
15.09.10
04.10.10
04.10.10
06.10.10
06.10.10
06.10.10
07.10.10
07.10.10
07.10.10
10.10.10
10.10.10
11.10.10
15.10.10
15.10.10
17.10.10
19.10.10
19.10.10
19.10.10
19.10.10
19.10.10

16.12.09

28.12.09

21.01.10
NK

NVD

(oNoNe)

NVD

NVD

NVD
NVD

(ONoNe)

NVD
NVD
NVD

e
O<0O00O0O0

b
cOoL
W) o

Z2 2
< <
O 0O

NVD

cNoNoNoNoNoNoNoNoNo R GoNoNoNoNoNoNoNoNO)

o oNoNe)

Positive
Negative
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Negative
Negative
Positive
Positive
Positive
Negative
Positive
Positive

Positive
Positive
Positive
Positive
Negative
Positive
Positive
Positive
Positive
Positive
Positive
Negative
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive
Positive

Positive
Positive
Positive
Positive

FMDV GD
0
FMDV GD
0
0
NVD
NVD

0

0

0
NVD

FMDV GD
FMDV GD

NVD

O<0O0O0O0

FMDV GD
0
0
FMDV GD
FMDV GD

FM

OOOOOOOOOOEOOOOOOOOO
(@)
w)

oNoNoNe)
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TAI 3/2010 Cattle NK @] Positive @]
TAI 4/2010 Cattle NK @] Positive @]
TAI 5/2010 Cattle NK @] Positive @]
TAI 6/2010 Cattle NK @] Positive @]
VIETNAM VIT 1/2010 Cattle 00.01.10 A Positive A
VIT 2/2010 Cattle 00.02.10 @] Positive O
VIT 3/2010 Pig 21.09.10 @] Positive @]
VIT 4/2010 Cattle 27.09.10 ] Positive O
VIT 5/2010 Pig 00.09.10 @] Positive @]
VIT 6/2010 Cattle 01.10.10 ] Positive O
VIT 7/2010 Cattle 02.10.10 O Positive @)
VIT 8/2010 Cattle 05.10.10 @] Positive @)
VIT 9/2010 Cattle 14.10.10 @] Positive 0
VIT 10/2010 Cattle 15.10.10 @] Positive 0
VIT 11/2010 Cattle 15.11.10 O NT @)
VIT 12/2010 Cattle 24.10.10 @] NT @)
VIT 13/2010 Pig 25.10.10 O Positive )
ZAMBIA ZAM 1/2010 Cattle 18.10.10 0 Positive @)
ZAM 2/2010 Cattle 18.10.10 NVD Positive ~ FMDV GD
ZAM 3/2010 Cattle 18.10.10 0 Positive O
ZAM 4/2010 Cattle 18.10.10 O Positive )
ZIMBABWE ZIM 1/2010 Cattle 00.07.10 NVD Positive ~ FMDV GD
ZIM 2/2010 Cattle 00.07.10 SAT 2 Positive SAT 2
ZIM 3/2010 Cattle 00.07.10 NVD Positive FMDV GD
ZIM 4/2010 Cattle 00.07.10 SAT 2 Positive SAT 2
TOTAL : 200
* Institute for Animal Health, Pirbright Laboratory, Woking, Surrey GU24 ONF
FMD(V) foot-and-mouth disease (virus)
GD genome detected
VI/ELISA FMDYV serotype identified following virus isolation in cell culture and antigen ELISA
reverse transcription polymerase chain reaction on epithelial suspension for FMD viral
RT-PCR genome
NVD no foot-and-mouth disease, swine vesicular disease or vesicular stomatitis virus detected
NT Not Tested
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TABLE B: Summary of samples collected and received to IAH-Pirbright (October-December 2010)

RT-PCR for FMD (or

Country No. of Virus isolation in cell culture/ELISA SVvD)
virus (where
samples FMD virus serotypes NVD NT appropriate)
O A C SAT1 SAT2 SAT3 Asial Positive Negative  NT
BOTSWANA 5 - - - - 5 - - - - 5 - -
CAMBODIA 5 5 - - - - - - - - 5 - -
ETHIOPIA 12 - - - - - - - 12 - 8 4 -
HONG KONG 3 3 - - - - - - - - 3 - -
IRAN 37 23 8 - - - - - 6 - 33 4 -
MONGOLIA 18 8 - - - - - - 10 - 9 3 6
MOZAMBIQUE 7 - - - - 7 - - - - 7 - -
MYANMAR 2 - - - - - - - 1 1 1 - 1
NEPAL 51 10 - - - - - - 41 - 27 24 -
PAKISTAN 31 26 - - - - - - 5 - 29 2 -
THAILAND 8 8 - - - - - - - - 8 - -
VIETNAM 13 2 1 - - - - - - - 11 - 2
ZAMBIA 4 3 - - - - - - 1 - 4 - -
ZIMBABWE 4 - - - - 2 - - 2 - 4 - -
TOTAL 200 98 9 - - 14 - - 78 1 154 37 9
* Institute for Animal Health, Pirbright Laboratory, Woking, Surrey GU24 ONF
VI/ELISA FMD (or SVD) virus serotype identified following virus isolation in cell culture and antigen
detection ELISA
FMD foot-and-mouth disease
SVvD swine vesicular disease
NVD no FMD, SVD or vesicular stomatitis virus detected
NT not tested
RT-PCR reverse transcription polymerase chain reaction for FMD (or SVD) viral genome
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TABLE C: Antigenic characterisation of FMD field isolates by matching with vaccine strains by VNT and/or
LPBE from 1% October to 31% December 2010

Type O:
Vaccine matching for type O FMDV by VNT and LPBE - WRL FMD
Isolates 03039 0K77/78 0 4625 0BFS O INDR2I75 OManisa | OPanAsia2 | OTAI189/87 | OTAW 98| O TNN 24/84 04174
LPBE | VNT LPBE | LPBE | VNT | LPBE | VNT VNT LPBE | VNT VNT LPBE VNT VNT LPBE
Eth 07/2010 M M N M M M M
Eth 09/2010 M M N N M N N
Irn 88/2010 M M N M N N M
Irn 92/2010 N M N M
Irn 99/2010 M N M M N M
Irn 143/2010 N M M M M
Irn 149/2010 M N M N M
Irn 174/2010 M M M N M M M M M M
Irn 187/2010 M M M M M N M M
Ken 100/2010 N M N N
Ken 1252009 N M N N
Mog 3/2010 M N N M N N M
Mog 4/2010 M N N N N N M N
Mog 9/2010 M N N M N N N N
Mya132009 | M N M M| N
Mya 312010 N M M
Nig 15/2009 M M N M M M N
Pak 252010 M M M M N M M M
Pak 42/2010 M M M M N M M M
Tai 212009 M
Tai 4/2009 N
Tan 05/2009 M MmN M MM M
Tur 18/2010 M M [ M N [N M M
Tur 39/2010 M M [ M N[ M M
Zam 0412010 M M M M M
Type SAT 1.
Vaccine matching for type SAT 1 FMDV by VNT and LPBE - WRL FMD
Isolates Sat 1 Rho Sat 1 Bot 1/68
VNT LPBE LPBE
Ken 01/2010 N N M
Ken 77/2010 N N N
Satl Ken 101/2010{ N N
Satl Ken 133/2010 M
Type SAT2:
Vaccine matching for type SAT 2 FMDV by VNT and LPBE - WRL FMD
solates Eri 3218 |SAT 2 Zim [K65/82[Sat2 Bot 3/77[Sat2 zim 11/89] Sat2 K65/82[Sat2 zam 3/81]
VNT [LPBE| VNT [LPBE LPBE
Eth 74/2009 [ M | M [ N N N M
Eth 75/2009 [ M N [ N N M M
Eth 02/2010 [ M | M | N N M
Ken 122/2009[ M M M
Tan 43/2009 [ M N M

M: the isolate was antigenically matched with the vaccine strain
N: the isolate showed no antigenic match with the vaccine strain
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Interpretation of r; values

In the case of VNT:

r, = > 0.3. Suggests that there is a close relationship between field isolate and vaccine strain. A potent vaccine
containing the vaccine strain is likely to confer protection.

r, =< 0.3. Suggests that the field isolate is so different from the vaccine strain that the vaccine is unlikely to
protect

In the case of LPB ELISA:

r, = 0.4-1.0. Suggests that there is a close relationship between field isolate and vaccine strain. A potent vaccine
containing the vaccine strain is likely to confer protection.

r; = 0.2-0.39, Suggests that the field isolate is antigenically related to the vaccine strain. The vaccine strain
might be suitable for use if no closer match can be found provided that a potent vaccine is used and animals are
preferably immunised more than once.

r, = <0.2. Suggests that the field isolate is so different from the vaccine strain that the vaccine is unlikely to
protect
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Annex 2. Recent FMD Publications cited by PubMed

10.

11.

12.

Abdul-Hamid NF, Hussein NM, Wadsworth J, Radford AD, Knowles NJ, King DP.
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surrounding countries. Infect Genet Evol. 2010 Nov 18. [Epub ahead of print]
PubMed PMID: 21093614.

Ayebazibwe C, Mwiine FN, Tjornehoj K, Balinda SN, Muwanika VB, Ademun Okurut
AR, Belsham GJ, Normann P, Siegismund HR, Alexandersen S. The role of African
buffalos (Syncerus caffer) in the maintenance of foot-and-mouth disease in

Uganda. BMC Vet Res. 2010 Dec 11;6(1):54. [Epub ahead of print] PubMed PMID:
21143994,

Blignaut B, Visser N, Theron J, Rieder E, Maree FF. Custom-Engineered
Chimeric Foot-and-Mouth Disease Vaccine Elicits Protective Immune Responses in
Pigs. J Gen Virol. 2010 Dec 22. [Epub ahead of print] PubMed PMID: 21177923.

Durk RC, Singh K, Cornelison CA, Rai DK, Matzek KB, Leslie MD, Schafer E,
Marchand B, Adedeji A, Michailidis E, Dorst CA, Moran J, Pautler C, Rodriguez LL,
Mclntosh MA, Rieder E, Sarafianos SG. Inhibitors of Foot and Mouth Disease Virus
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Annex 3. RECOMMENDATIONS FROM WRLFMD ON FMD VIRUS STRAINS TO BE
INCLUDED IN FMDV ANTIGEN BANKS — December 2010

High Priority

Medium Priority

Low Priority

O Manisa (covers panasian topotype)
O BFS or Campos

A24 Cruzeiro

Asia 1 Shamir

A Iran-05

A22 Iraq

SAT 2 Saudi Arabia (or equivalent)

(not in order of importance)

A Eritrea
A Iran ’96
SAT 2 Zimbabwe
A Iran 87 or A Saudi Arabia 23/86 (or equivalent)
SAT 1 South Africa
A Malaysia 97 (or Thai equivalent such as A/INPT/TAI/86)
A Argentina 2001
O Taiwan 97 (pig-adapted strain or Philippine equivalent)
A Iran ’99
(not in order of importance)

A15 Bangkok related strain

A87 Argentina related strain

C Noville

SAT 2 Kenya

SAT 1 Kenya

SAT 3 Zimbabwe

A Kenya (not in order of importance)

33



