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Thank you.

Virus isolates: A EGY/3/2009, A EGY/4/2009, A EGY7/2009, A EGY9/2009, A EGY12/2009, A EGY/13/2009, A
EGY/15/2009 and A EGY/16/2009

. . - . . . . . . ~ 1} .
Sequencing work has now been completed in respect of the above virus isolates received at IAH Pirbright on 19" of March
2009 and the details are as attached. Please note all of our phylogenetic trees can be accessed via the internet at:

Yours sincerely

: World Reference Laboratory for FMD
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Molecular Epidemiology Report Form
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Serotype: A

WRL Ref No: EGY/3/2009

Sender Ref: VSVRI No. 6

Date collected: 01/01/2009

Date received by WRLFMD: 19/03/2009

Date received for sequencing: 24/03/2009

Species: Cattle

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: A-1C562F/EUR-2B52R;
A-1C612F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 06/04/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: AFRICA

Genotype/strain: none designated
Sequence filename: EGY 09-03.SEQ
Date sequence last updated: 26/03/2009
Total no. of comparisons: 1076

Min. no. of nt for comparison: 300
Total turn-around time: 18 days
Sequencing time: 13 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt No. qf. % 2
compared matched  ambiguities  Identity  Difference
I AVEGYN22009 EGY09-12 639 639 0 100 0
2 AEGY/16/2009 EGY09-16 639 639 0 100 0
3 AEGY/I7/2009 EGY09-07 639 639 0 100 0
4  AEGY/9/2009 EGY09-09 639 639 0 100 0
5 AEGY/13/2009 EGY09-13 639 638 0 99.84 0.16
6 AEGY/15/2009 EGY09-15 639 636 0 99.53 0.47
7 ANEGY/4/2009 EGY(09-04 639 636 0 99.63 0.47
8 AJEGY/1/2006 (EF208757) EGY06-01 639 611 0 95.62 4.38
9 AEGY/2006 (EF159977) EGY06-AB 639 611 0 95.62 4.38
10 AJEGY/4/2006 (EF208760) EGY06-04 639 611 0 95.62 4.38
Relationships to Reference Virus Strains
. . No. nt No. No. of 9 9
Pos.  Virus name Filename oompal:'od matcl::d ambioguc:ties Idcrf:ity Dim:/:ence
1 A/TAII118/87* (EF208777) TAI87-AD 636 511 0 80.35 19.65
2 ATAII2/97 (EF208778) TAI97-02 636 510 0 80.19 19.81
3 A/SAUM1/91 SAU91-41 636 506 0 79.56 20.44
4 AIIRN/2/87 (EF208770) IRN87-02 636 505 0 79.4 20.6
5 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 507 0 79.34 20.66
6  A24/Cruzeiro/BRA/SS (AJ251476) BRAS5--C 639 507 0 79.34 20.66
7 AIRN/1/96 (EF208771) IRN96-01 638 504 1 79 21
8  AJIRN/1/2005 (EF208769) IRNO5-01 639 497 0 77.78 22.22
9  A/SAU/23/86 (EU414536) SAUB6-23 639 496 0 77.62 22.38
10 A/IRN/22/99 (EF208772) IRNG9-22 636 488 0 76.73 23.27

nt, nucleotides
*, not a WRLFMD reference number
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Molecular Epidemiology Report Form
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Serotype: A

WRL Ref No: EGY/4/2009

Sender Ref: VSVRI No. 7

Date collected: 01/01/2009

Date received by WRLFMD: 19/03/2009

Date received for sequencing: 31/03/2009

Species: Cattle

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: O1-1C244F/EUR-2B52R;
O1-1C272F/EUR-2B52R*

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 06/04/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: AFRICA

Genotype/strain: none designated
Sequence filename: EGY09-04.SEQ
Date sequence last updated: 06/04/2009
Total no. of comparisons: 1076

Min. no. of nt for comparison: 300
Total turn-around time: 18 days
Sequencing time: 6 days

Comments: *, type O primers used in error, but were able to amplify a type A product.

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt N.o' qf. %. - %
compared matched  ambiguities  Identity  Difference
1 AJEGY/15/2009 EGY09-15 639 639 0 100 0
2 AJEGY/13/2009 EGY09-13 639 637 0 99.69 0.31
3 ANEGY/12/2009 EGY09-12 639 636 0 99.53 0.47
4 AJEGY/16/2009 EGY09-16 639 636 0 99.53 0.47
5 AJEGY/3/2009 EGY09-03 639 636 0 99.53 0.47
6  AEGY/7/2009 EGY09-07 639 636 0 99.53 0.47
7 AEGY/9/2009 EGY09-09 639 636 0 99.53 0.47
8 A/EGY/1/2006 (EF208757) EGY06-01 639 612 0 95.77 4.23
9  A/EGY/2006 (EF159977) EGY(06-AB 639 612 0 95.77 4.23
10 AJEGY/4/2006 (EF208760) EGY06-04 639 612 0 95.77 4.23
Relationships to Reference Virus Strains
. . No. No. n No. 9 9
Pos.  Virus name Filename compa‘:':ad matchc:d ambi(;;uc;{ies ldctf; ity Diﬂ'c/;',cnce
I ASTAI/118/87* (EF208777) TAI87-AD 636 510 0 80.19 19.81
2 A/TAI/2/97 (EF208778) TAI97-02 636 509 0 80.03 19.97
3 AJIRN/2/87 (EF208770) IRN87-02 636 507 0 79.72 20.28
4 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 509 0 79.66 20.34
5 AISAU/M41/91 SAU91-41 636 506 0 79.56 20.44
6  A24/Cruzeiro/BRA/SS5 (AJ251476) BRAS55--C 639 508 0 79.5 20.5
7 AIRN/1/86 (EF208771) IRN96-01 638 504 1 79 21
8 A/SAU23/86 (EU414536) SAUB6-23 639 498 0 77.93 22.07
9  A/IRN/1/2005 (EF208769) IRNO5-01 639 497 0 77.78 22.22
10 A/IRN/22/99 (EF208772) IRN99-22 636 488 0 76.73 23.27

nt, nucleotides
*. not a3 WRLFMD reference number
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Molecular Epidemiology Report Form
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Serotype: A

WRL Ref No: EGY/7/2009

Sender Ref: AHRI 4

Date collected: 26/01/2009

Date received by WRLFMD: 19/03/2009

Date received for sequencing: 24/03/2009

Species: Cattle

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: A-1C562F/EUR-2B52R,;
A-1C612F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 06/04/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: AFRICA

Genotype/strain: none designated
Sequence filename: EGY09-07.SEQ
Date sequence last updated: 26/03/2009
Total no. of comparisons: 1076

Min. no. of nt for comparison: 300
Total turn-around time: 18 days
Sequencing time: 13 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt N?' of %A , %
compared matched  ambiguities  Identity  Difference
| A/JEGY/12/2009 EGY09-12 639 639 0 100 0
2 ANEGY/6/2009 EGY09-16 639 639 0 100 0
3 AJEGY/3/2009 EGY09-03 639 639 0 100 0
4 A/EGY/9/2009 EGY09-09 639 639 0 100 0
5 AJEGY/13/2009 EGY09-13 639 638 0 99.84 0.16
6 A/EGY/15/2009 EGY09-15 639 636 0 99.53 0.47
7 AEGY/4/2009 EGY09-04 639 636 0 99.53 0.47
8 AJEGY/1/2006 (EF208757) EGY06-01 639 611 0 95.62 4.38
9  AEGY/2006 (EF159977) EGY(06-AB 639 611 0 95.62 4.38
10 AJEGY/4/2006 (EF208760) EGY(06-04 639 611 0 95.62 4.38
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt Nfl qf. %. . %
compared matched  ambiguitics  Identity  Difference
1 A/TAI/118/87* (EF208777) TAIB7-AD 636 511 0 80.35 19.65
2 AITAII2/97 (EF208778) TAI97-02 636 510 0 80.19 19.81
3 A/SAU/M41/91 SAU91-41 636 506 0 79.56 20.44
4 A/IRN/2/87 (EF208770) IRN87-02 636 505 0 79.4 206
5 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 507 0 79.34 20.66
6 A24/Cruzeiro/BRA/SS (AJ251476) BRAS5--C 639 507 0 79.34 20.66
7 AJIRN/1/36 (EF208771) IRN96-01 638 504 1 79 21
8 A/IRN/1/2005 (EF208769) IRN05-01 639 497 0 77.78 2222
9 A/SAU/23/86 (EU414536) SAU86-23 639 496 0 77.62 22.38
10 A/IRN/22/99 (EF208772) IRN99-22 636 488 0 76.73 23.27

nt, nucleotides
* not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
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Serotype: A

WRL RefNo: EGY/9/2009
Sender Ref: AHRI 5

Date collected: 08/02/2009

Date received by WRLFMD: 19/03/2009
Date received for sequencing: 24/03/2009

Species: Cattle
Material used: BTyl
Region sequenced: VPI1

RT-PCR primers: A-1C562F/EUR-2B52R;
A-1C612F/EUR-2B52R

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Report date: 06/04/2009

Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: AFRICA

Genotype/strain: none designated

Sequence filename: EGY09-09.SEQ
Date sequence last updated: 26/03/2009
Total no. of comparisons: 1076

Min. no. of nt for comparison: 300

Total turn-around time: 18 days

Sequencing time: 13 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt Np. Of %. . %
compared matched  ambiguities  ldentity  Difference
1 AJEGY/M12/2009 EGY09-12 639 639 0 100 0
2 AEGY/16/2009 EGY09-16 639 639 0 100 0
3 AEGY/3/2009 EGY09-03 639 639 0 100 0
4 AEGY/7/2009 EGY08-07 639 639 0 100 0
5 AEGY/13/2009 EGY09-13 639 638 0 69.84 0.16
6 A/EGY/15/2009 EGY09-15 639 636 0 99.53 0.47
7 AEGY/4/2009 EGY(09-04 639 636 0 99.53 0.47
8 A/EGY/1/2006 (EF208757) EGY06-01 639 611 0 95.62 4.38
9  A/EGY/2006 (EF159977) EGY06-AB 639 611 0 95.62 4.38
10 A/EGY/4/2006 (EF208760) EGY06-04 639 611 0 95.62 4.38
Relationships to Reference Virus Strains
. . No. nt No. n . of 9 9
Pos.  Virus name Filename compared match;d aml:?guities Idcr/;;ity Diffe/:encc
1 A/TAII118/87* (EF208777) TAI87-AD 636 511 0 80.35 19.65
2 ATANV2/97 (EF208778) TAI97-02 636 510 0 80.19 19.81
3 AISAU/M41/91 SAU91-41 636 506 0 79.56 20.44
4 A/IRN/2/87 (EF208770) IRN87-02 636 505 0 79.4 20.6
5 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 507 0 79.34 20.66
6  A24/Cruzeiro/BRA/S5 (AJ251476) BRA55—-C 639 507 0 79.34 20.66
7 AIRN/1/96 (EF208771) IRN96-01 638 504 1 79 21
8 A/IRN/1/2005 (EF208769) IRNOS-01 639 497 0 77.78 22.22
9 AJSAU/23/86 (EU414536) SAUB6-23 639 496 0 77.62 22.38
10 A/IRN/22/99 (EF208772) IRNS9-22 636 488 0 76.73 23.27

nt, nucleotides
* not a WRLFMD reference number




byro=

Molecular Epidemiology Report Form

|AH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: A

WRL Ref No: EGY/12/2009
Sender Ref: GOVS Ves. Fluid

Date collected: 12/02/2009

Date received by WRLFMD: 19/03/2009
Date received for sequencing: 31/03/2009

Species: Not Given
Material used: BTy2
Region sequenced: VPI1

RT-PCR primers: A-1C562F/EUR-2B52R;
A-1C612F/EUR-2B52R

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Report date: 06/04/2009

Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: AFRICA

Genotype/strain: none designated

Sequence filename: EGY(09-12.SEQ
Date sequence last updated: 02/04/2009
Total no. of comparisons: 1076

Min. no. of nt for comparison: 300

Total turn-around time: 18 days

Sequencing time: 6 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt Np. Of %. . v
compared matched  ambiguitics  Identity  Difference
1 AJEGY/16/2009 EGY09-16 639 639 0 100 0
2 AEGY/3/2009 EGY09-03 639 639 0 100 0
3 ANEGY/712009 EGY09-07 639 639 0 100 0
4 AEGY/9/2009 EGY09-09 639 639 0 100 0
5 AEGY/13/2009 EGY09-13 639 638 0 99.84 0.16
6  A/EGY/15/2009 EGY09-15 639 636 0 $99.53 0.47
7 AEGY/4/2009 EGY09-04 639 636 0 99.53 0.47
8 A/EGY/1/2006 (EF208757) EGY06-01 639 611 0 85.62 4.38
9 A/EGY/2006 (EF159977) EGY06-AB 639 611 0 95.62 4.38
10 AJEGY/4/2006 (EF208760) EGY06-04 639 611 0 95.62 4.38
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N.o' Of %, . %
compared matched  ambiguitics  Identity  Difference
| A/TAI/118/87* (EF208777) TAI87-AD 636 511 0 80.35 19.65
2 A/TAI2/97 (EF208778) TAI97-02 636 510 0 80.19 19.81
3 AISAU/M41/91 SAU91-41 636 506 0 79.56 20.44
4  AIRN/2/87 (EF208770) IRN87-02 636 505 0 79.4 20.6
5 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 507 0 79.34 20.66
6 A24/Cruzeiro/BRA/SS5 (AJ251476) BRAS55--C 639 507 0 79.34 20.66
7 AIRN/1/36 (EF208771) IRN96-01 638 504 1 79 21
8 AVIRN/1/2005 (EF208769) IRN05-01 639 497 0 77.78 22.22
9 A/SAU/23/86 (EU414536) SAU86-23 639 4396 0 77.62 22.38
10 A/IRN/22/99 (EF208772) IRN99-22 636 488 0 76.73 23.27

nt, nucleotides
*, not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
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Serotype: A

WRL Ref No: EGY/13/2009

Sender Ref: GOVS EPI

Date collected: 12/02/2009

Date received by WRLFMD: 19/03/2009
Date received for sequencing: 31/03/2009

Report date: 06/04/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: AFRICA
Genotype/strain: none designated

Species: Not Given
Material used: BTyl
Region sequenced: VPI

RT-PCR primers: A-1C562F/EUR-2B52R;
A-1C612F/EUR-2B52R

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Sequence filename: EGY09-13.SEQ
Date sequence last updated: 02/04/2009

Total no. of comparisons: 1076

Min. no. of nt for comparison: 300
Total turn-around time: 18 days
Sequencing time: 6 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt Np. qf‘ % G
compared matched  ambiguities  Identity  Difference
1 AJEGY/12/2009 EGY09-12 639 638 0 99.84 0.16
2 NEGY/6/2009 EGY09-16 639 638 0 99.84 0.16
3 ANEGY/3/2009 EGY09-03 639 638 0 99.84 0.16
4 AEGY/7/2009 EGY09-07 639 638 0 99.84 0.16
5 AEGY/9/2009 EGY09-09 639 638 0 99.84 0.16
6  AEGYI5/2009 EGY09-15 639 637 0 99.69 0.31
7 ANEGY/4/2009 EGY09-04 639 637 0 99.69 0.31
8 AEGY/1/2006 (EF208757) EGY06-01 639 612 0 95.77 4.23
9 AEGY/2006 (EF159977) EGY06-AB 639 612 0 95.77 4.23
10 AJEGY/4/2006 (EF208760) EGY06-04 639 612 0 95.77 4.23
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N?’ of %. . %
compared matched  ambiguities  Identity  Difference
I A/TAI/118/87* (EF208777) TAI87-AD 636 510 0 80.19 19.81
2 A/TAV2/97 (EF208778) TAI97-02 636 509 0 80.03 19.97
3 A/IRN/2/87 (EF208770) IRN87-02 636 506 0 79.56 20.44
4 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 508 0 79.5 20.5
5 A24/Cruzeira/BRA/SS (AJ251476) BRA55-C 639 508 0 79.5 20.5
6 A/SAUM191 SAU91-41 636 505 0 79.4 20.6
7 AIRN/1/96 (EF208771) IRN96-01 638 503 1 78.84 21.16
8 A/SAU/23/86 (EU414536) SAU86-23 639 497 0 77.78 22.22
9 A/IRN/1/2005 (EF208769) IRNOS-01 639 496 0 77.62 22.38
10 A/IRN/22/99 (EF208772) IRN99-22 636 487 0 76.57 23.43

nt, nucleotides
* not a WRLFMD reference number
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Molecular Epidemiology Report Form

|AH-P-EP-MEG-FOR-005-1
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Serotype: A

WRL RefNo: EGY/15/2009

Sender Ref: GOVS EPI
Date collected: 12/02/2009

Date received by WRLFMD: 19/03/2009
Date received for sequencing: 31/03/2009

Species: Not Given
Material used: BTyl
Region sequenced: VPI

RT-PCR primers: A-1C562F/EUR-2B52R;
A-1C612F/EUR-2B52R

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Report date: 06/04/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: AFRICA
Genotype/strain: none designated

Sequence filename: EGY09-15.SEQ
Date sequence last updated: 02/04/2009
Total no. of comparisons: 1076

Min. no. of nt for comparison: 300
Total turn-around time: 18 days
Sequencing time: 6 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt Np. qu %. . %
compared matched  ambiguitics  Identity  Difference
1 AJEGY/4/2009 EGY09-04 639 639 0 100 0
2 AEGY/13/2009 EGY09-13 639 637 0 99.69 0.31
3 ANEGY/12/2009 EGY09-12 639 636 0 99.53 0.47
4 A/EGY/16/2009 EGY(09-16 639 636 0 99.53 0.47
5  AEGY/3/2009 EGY(09-03 639 636 0 99.53 0.47
6  AEGY/7/2009 EGY09-07 639 636 0 99.53 0.47
7 ANEGY/9/2009 EGY09-09 639 636 0 99.53 0.47
8 AEGY//2006 (EF208757) EGY06-01 639 612 0 95.77 4.23
9  AEGY/2006 (EF159977) EGY06-AB 639 612 0 95.77 4.23
10 AJEGY/4/2006 (EF208760) EGY06-04 639 612 0 95.77 4.23
Relationships to Reference Virus Strains
Pos. Virus name Filcname No. nt No. nt NP' qf, %. . %
compared matched  ambiguitics  Identity  Difference
1 A/TA/118/87" (EF208777) TAI87-AD 636 510 0 80.19 19.81
2 A/TAIF2/97 (EF208778) TAI97-02 636 509 0 80.03 19.97
3 AIIRN/2/87 (EF208770) IRN87-02 636 507 0 79.72 20.28
4 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 509 0 79.66 20.34
5 ASAU/M1/91 SAU91-41 636 506 0 79.56 20.44
6  A24/Cruzeiro/BRA/SS (AJ251476) BRAS5--C 639 508 0 79.5 20.5
7 AIRN/1/96 (EF208771) IRN96-01 638 504 1 79 21
8 A/SAU/23/86 (EU414536) SAUB6-23 639 498 0] 77.93 22.07
9 A/IRN/1/2005 (EF208769) IRN05-01 639 497 o] 77.78 22.22
10 AZIRN/22/99 (EF208772) IRN99-22 636 488 0 76.73 23.27

nt, nucleotides
* not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: A

WRL Ref No: EGY/16/2009

Sender Ref: GOVS EPI

Date collected: 12/02/2009

Date received by WRLFMD: 19/03/2009

Date received for sequencing: 31/03/2009

Species: Not Given

Material used: BTy]

Region sequenced: VPI

RT-PCR primers: A-1C562F/EUR-2B52R;
A-1C612F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 06/04/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: AFRICA

Genotype/strain: none designated
Sequence filename: EGY09-16.SEQ
Date sequence last updated: 02/04/2009
Total no. of comparisons: 1076

Min. no. of nt for comparison: 300
Total turn-around time: 18 days
Sequencing time: 6 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt Np. (?r. %. . %
compared matched  ambiguities  Identity  Difference
1 AEGY/12/2009 EGY(9-12 639 639 0 100 0
2 AEGY/3/2009 EGY(9-03 639 639 0 100 0
3 AEGY/7/2009 EGY09-07 639 639 0 100 0
4 AEGY/9/2009 EGY(9-09 639 639 0 100 0
5 AEGY/13/2009 EGY(09-13 639 638 0 99.84 0.16
6 AJEGY/15/2009 EGY(09-15 639 636 0 99.53 0.47
7 AEGY/4/2009 EGY(09-04 639 636 0 99.53 0.47
8  A/EGY/1/2006 (EF208757) EGY(06-01 639 611 0 95.62 4.38
9 AEGY/2006 (EF159977) EGY(06-AB 639 611 0 95.62 4.38
10 A/EGY/4/2006 (EF208760) EGY(06-04 639 611 0 95.62 4.38
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt Np. °f %. . %
compared matched ambiguitics  Ildentity  Difference
1 A/TA/118/87* (EF208777) TAI87-AD 636 511 0 80.35 19.65
2 ATAV2/97 (EF208778) TAI97-02 636 510 0 80.19 19.81
3 AISAU/4191 SAU91-41 636 506 0 79.56 20.44
4 AIRN/2/87 (EF208770) IRN87-02 636 505 0 79.4 20.6
5 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 507 0] 79.34 20.66
6  A24/Cruzeiro/BRA/SS (AJ251476) BRA55-C 639 5§07 0 79.34 20.66
7 AIRN/1/96 (EF208771) IRN96-01 638 504 1 79 21
8 A/IRN/1/2005 (EF208769) IRN05-01 639 497 0 77.78 22,22
9 AISAU/23/86 (EU414536) SAUB6-23 639 496 0 77.62 22.38
10 A/IRN/22/99 (EF208772) IRN99-22 636 488 0 76.73 23.27

nt, nucleotides
*_not a WRLFMD rcference number




Report on FMDV A
from Egypt in 2009

Batch: WRLFMD/2009/00012

a4

A/EGY/9/2009
A/EGY/16/2009
AIEGY/7/2009
AIEGY/12/2009
AJEGY/3/2009
AIEGY/13/2009
A/EGY/4/2009
AIEGY/15/2009
AIEGY/3/2006 (EF208759)
AIEGY/5/2006 (EF208761)
AIEGY/4/2006 (EF208760)
AIEGY/1/2006 (EF208757)
AJEGY/2/2006 (EF208758)

AIKEN/29/2005 (EF208773)
-I A/ETH/9/2008
A/ETH/4/2007
—r_lmewnzooa
AIETH/8/2008
AIKEN/15/98 (EF208774)
_L A/KEN/16/98A (EF208775)

AJETH/23/94 (EF208767)
™ _WENEW?J’92 (EF208765)
AIETH/1/94 (EF208766)

A/KEN/12/2005 (K44/2005)

AJ/KEN/3/2006

5 [AI’KENWQDOB
wo & A/KEN/8/2008

AIEGY/1/72 (EF208756)

A21/Lumbwa/KEN/64 (AY593761)

AJCAR/15/2000 (EF208755)
== A/SUD/1/2006

100 B A/SUD/3/2006
== A/GAM/44/98 (EF208768)

100 Mes A/MAI/2/97 (EF208776)

oy

A15/Bangkok/TAI/60 (AY593755)

—

AJ/ARG/2000 (AY593782)

AS5/Allier/ FRA/60 (AY593780)

A12/UK/119/32 (AY593752)

A23/Kitale/KEN/64 (AY593766)

o0 |_-—-—- AITAI118/87* (EF208777)

AITAU2/97 (EF208778)

A/IRN/1/96 (EF208771)

A/INDMT7/77* (AF204108)

A22/IRQ/24/64 (AJ251474)

A/IRN/2/87 (EF208770)

N.J. Knowles & J. Wadsworth, 6 April 2009

Software: MEGA 4.0

No. of Taxa : 50

Data File : n:\evdimeg\db\fmdv\a\EGY2009b.meg
Data Title : A Egypt 2009

Data Type : Nucleotide (Coding)

Analysis : Phylogeny reconstruction

A/IRN/1/2005 (EF208769)
A/IRN/22/99 (EF208772)

AlTrenquelauquen/ARG/2001 (AY593786)
A10/HOL/42 (M20715)
A24/Cruzeiro/BRA/SS (AJ251476)

Tree Inference ; ======
->Method : Neighbor-Joining

AFRICA

EURO-SA

ASIA

->Phylogeny Test and options : Bootstrap (1000 replicates; seed=64238)

Include Sites :

->Gaps/Missing Data : Pairwise Deletion
->Codon Positions : 1st+2nd+3rd+Noncoding

Substitution Model : ===

->Model : Nucleotide: Kimura 2-parameter

->Substitutions to Include : d: Transitions + Transversions

->Pattern among Lineages : Same (Homogeneous)

->Rates among sites : Uniform rates
No. of Sites : 639
No Of Bootstrap Reps = 1000

Only bootstrap values of 70% and above are shown

*, not a WRLFMD Ref. No.





