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Subject: Sequencing Report
No. Of Pages: 10

This message is intended for the use of the person named above and may contain confidential information. Any
other distribution, copying or disclosure is strictly prohibited. If you have received this telefax in error, please
notify us immediately by telephone or E-mail and then return the original transmission to us by mail.

Thank you.

Virus isolates: A PAK/7/2008, A PAK/9/2008, A PAK/10/2008, A PAK/1 272008, A PAK/13/2008, A PAK/1/2009, A
PAK/2/2009 and A PAK/4/2009

Sequencing work has now been completed in respect of the above virus isolates received at IAH Pirbright on 27" of March
2009 and the details are as attached. Please note all of our phylogenetic trees can be accessed via the internet at:
http://www.iah.bbsre.acuk/primary index/current recearch/vir s/Picornaviridae/Aphthovirus/index_htm]

o

Y ours sincerely

mrcncc Laboratory for FMD
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1
Serotype: A Report date: 17/04/2009
WRL Ref No: PAK/7/2008 Reported by: N.J. Knowles
Sender Ref: PKSI Checked by: J.M. Hammond
Date collected: 24/12/2008
Date received by WRLFMD: 27/03/2009 Topotype: ASIA
Date received for sequencing: 07/04/2009 Genotype/strain: Iran-05F¢%7
Species: Buffalo Sequence filename: PAK08-07.SEQ
Material used: BTyl Date sequence last updated: 15/04/2009
Region sequenced: VP1 Total no. of comparisons: 1121
RT-PCR primers: A-1C562F/EUR-2B52R; Min. no. of nt for comparison: 300
A-1C612F/EUR-2B52R Total turn-around time: 21 days
No. of Nt determined: 639 Sequencing time: 10 days
No. of ambiguities: 0
Gene length: 639
Comments:
Ten Most Closely Related Viruses
Pos.  Virus name Filename No. nt No. nt Np. (.’f. % S
compared matched  ambiguities  Identity  Difference
1 A/PAK/10/2008 PAK08-10 639 639 0 100 0
2 A/PAK/12/2008 PAK08-12 639 639 0 100 0
3 A/PAK/9/2008 PAKO08-09 639 639 0 100 0
4 A/AFG/44/2007 AFG07-44 639 626 0 97.97 203
5 A/IRN/9/2009 IRN09-09 639 626 0 97.97 2.03
6 A/AFG/6/2007 AFG07-06 639 625 0 97.81 2.19
7 AIIRN/26/2009 IRN09-26 639 625 0 97.81 2.19
8  A/IRN/15/2009 IRN09-15 639 623 0 97.5 2.5
9 AVIRN/20/2009 IRNO9-20 639 623 0 97.5 2.5
10 AZIRN/4/2009 IRN09-04 639 623 0 97.5 2.5
Relationships to Reference Virus Strains
0, )
Pos.  Virus name Filename cor:':;:rted m'i(t)clrt:d aml:iog'u(i)tfics lde:;ity Diﬂ'c/:ence
1 AJIRN/1/2005 (EF208769) IRNOS-01 639 609 0 95.31 4.69
2 A/IRN/2/87 (EF208770) IRN87-02 636 543 0 85.38 14.62
3 A/SAUM41/91 SAU91-41 636 541 0 85.06 14.94
4 ATAI/118/87" (EF208777) TAI87-AD 636 537 0 84.43 15.57
5 A/IRN/22/99 (EF208772) IRN99-22 636 530 0 83.33 16.67
6  AJSAU/23/86 (EU414536) SAU86-23 639 531 0 83.1 16.9
7 ATAN2/97 (EF208778) TAI97-02 636 528 0 83.02 16.98
8 A22/IRQ/24/64 (AJ251474) IRC64-24 639 530 0 82.94 17.06
9 A/IRN/1/96 (EF208771) IRN96-01 638 526 1 82.45 17.55
10 A24/Cruzeiro/BRA/S5 (AJ251476)  BRAS55-C 639 515 0 80.59 19.41
nt, nucleotides
*, not a WRLFMD reference number

byronm



Molecular Epidemiology Report Form

|AH-P-EP-MEG-FOR-005-1
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Serotype: A Report date: 17/04/2009
WRL Ref No: PAK/9/2008 Reported by: N.J. Knowles
Sender Ref: PKS3 Checked by: J.M. Hammond
Date collected: 24/12/2008
Date received by WRLFMD: 27/03/2009 Topotype: ASIA
Date received for sequencing: 07/04/2009 Genotype/strain: Iran-05*"%7
Species: Buffalo Sequence filename: PAK08-09.SEQ
Material used: BTyl Date sequence last updated: 15/04/2009
Region sequenced: VPI Total no. of comparisons: 1121
RT-PCR primers: A-1C562F/EUR-2B52R; Min. no. of nt for comparison: 300
A-1C612F/EUR-2B52R Total turn-around time: 21 days
No. of Nt determined: 639 Sequencing time: 10 days
No. of ambiguities: 0
Gene length: 639
Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt N.o' qf. %. . %
compared matched  ambiguitics  Identity  Difference
1 A/PAK/10/2008 PAKO08-10 639 639 0 100 0
2 AJPAK/12/2008 PAK08-12 639 639 0 100 0
3 APAKI7/12008 PAK08-07 639 639 0 100 0
4 A/AFG/44/2007 AFG07-44 639 626 0 97.97 2.03
5 AIRN/9/2009 IRN09-09 639 626 0 97.97 2.03
6 A/AFG/6/2007 AFGO07-06 639 625 0 97.81 2.19
7 AJIRN/26/2009 IRNO9-26 639 625 0 97.81 2.19
8  A/IRN/15/2009 IRND9-15 639 623 0 97.5 25
9 AMRN/20/2009 IRN09-20 639 623 0 97.5 25
10 A/IRN/4/2009 IRN09-04 639 623 0 97.5 2.5
Relationships to Reference Virus Strains
o, o,
Pos.  Virus name Filename ooﬁ?pa':'tcd mr:ll(t)cl::d amr;?éu?{ies Ideﬁ;ity Diffe/l")cncc
1 A/IRN/1/2005 (EF208769) IRNO5-01 639 609 0 95.31 4.69
2 A/IRN/2/87 (EF208770) IRN87-02 636 543 0 85.38 14.62
3 ASAUM41/91 SAU91-41 636 541 0 85.06 14.94
4 ATAII118/87* (EF208777) TAI87-AD 636 537 0 84.43 15.57
5 AIRN/22/39 (EF208772) IRN99-22 636 530 0 83.33 16.67
6  A/SAL/23/86 (EU414536) SAUB6-23 639 531 0] 83.1 16.9
7 ATA2/97 (EF208778) TAI97-02 636 528 0 83.02 16.98
8 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 530 0 82.94 17.06
9 A/IRN/1/96 {EF208771) IRN96-01 638 526 1 82.45 17.55
10 A24/Cruzeiro/BRA/SS (AJ251476)  BRAS5-C 639 515 0 §0.59 19.41
nt, nucleotides
*, not a WRLFMD reference number

byreoem



Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1
Serotype: A Report date: 17/04/2009
WRL Ref No: PAK/10/2008 Reported by: N.J. Knowles
Sender Ref: PKS4 Checked by: J.M. Hammond
Date collected: 24/12/2008
Date received by WRLFMD: 27/03/2009 Topotype: ASIA
Date received for sequencing: 07/04/2009 Genotype/strain: Iran-05"7¢"
Species: Buffalo Sequence filename: PAK08-10.SEQ
Material used: BTyl Date sequence last updated: 09/04/2009
Region sequenced: VP1 Total no. of comparisons: 1121
RT-PCR primers: A-1C562F/EUR-2B52R,; Min. no. of nt for comparison: 300
A-1C612F/EUR-2B52R Total turn-around time: 21 days
No. of Nt determined: 639 Sequencing time: 10 days
No. of ambiguities: 0
Gene length: 639
Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt No. of %. %
compared matched  ambiguitics  Identity  Difference
1 A/PAK/12/2008 PAK08-12 639 639 0 100 0
2 APAK/7/2008 PAKO08-07 639 639 0 100 0
3 AJPAK/9/2008 PAK08-09 639 639 0 100 0
4  AAFG/44/2007 AFG07-44 639 626 0 97.97 2.03
5 AJIRN/9/2009 IRN09-09 639 626 0 97.97 2.03
6 A/AFG/6/2007 AFG07-06 639 625 0 97.81 2.19
7 A/IRN/26/2009 IRN09-26 639 625 0 97.81 2.19
8  A/IIRN/15/2009 IRN09-15 639 623 0 97.5 25
9  AIRN/20/2009 IRN09-20 639 623 0 97.5 25
10 A/IRN/4/2009 IRN09-04 639 623 0 97.5 2.5
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N_o. OF %. . %
compared matched ambiguities Identity  Difference
1 A/IRN/1/2005 (EF208769) IRNO5-01 639 609 0 95.31 4.69
2 A/IRN/2/87 (EF208770) IRNB7-02 636 543 0 85.38 14.62
3 A/SAUM1/91 SAU91-41 636 541 ] 85.06 14.94
4 ATAI/118/87* (EF208777) TAIB7-AD 636 537 0 84.43 15.67
5 AJIRN/22/99 (EF208772) IRN99-22 636 530 0 83.33 16.67
6 A/SAU/23/86 (EU414536) SAU86-23 639 531 0 83.1 16.9
7 ATAI/2/97 (EF208778) TAI97-02 636 528 0 83.02 16.98
8 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 530 0 82.94 17.06
9 A/IRN/1/96 (EF208771) IRN96-01 638 526 1 82.45 17.55
10 A24/Cruzeiro/BRA/S5 (AJ251476) BRA55-C 639 515 0 80.59 19.41
nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1
Serotype: A Report date: 17/04/2009
WRL Ref No: PAK/12/2008 Reported by: N.J. Knowles
Sender Ref: PKS6 Checked by: J.M. Hammond
Date collected: 26/12/2008
Date received by WRLFMD: 27/03/2009 Topotype: ASIA
Date received for sequencing: 07/04/2009 Genotype/strain: Iran-05*t%%7
Species: Buffalo Sequence filename: PAK08-12.SEQ
Material used: BTyl Date sequence last updated: 09/04/2009
Region sequenced: VPI Total no. of comparisons: 1121
RT-PCR primers: A-1C562F/EUR-2B52R,; Min. no. of nt for comparison: 300
A-1C612F/EUR-2B52R Total turn-around time: 21 days
No. of Nt determined: 639 Sequencing time: 10 days
No. of ambiguities: 0
Gene length: 639
Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filecname No. nt No. nt Np. QfA %. . %
compared matched  ambiguitics  Identity  Difference
1 A/PAK/10/2008 PAK08-10 639 639 0 100 0
2 APAK/7/2008 PAK08-07 639 639 0 100 0
3 A/PAK/9/2008 PAK08-09 639 639 0 100 0
4  AJAFG/44/2007 AFG07-44 639 626 0 97.97 2.03
5 A/IIRN/9/2009 IRN0S-09 639 626 0 97.97 2.03
6 A/AFG/6/2007 AFG07-06 639 625 0 97.81 2.19
7 A/IRN/26/2009 IRN09-26 639 625 0 97.81 2.19
8  A/IRN/15/2009 IRNO9-15 639 623 0 97.5 25
9 A/IRN/20/2009 IRN09-20 639 623 0 97.5 25
10 A/IRN/4/2009 IRN09-04 639 623 0 97.5 2.5
Relationships to Reference Virus Strains
Pos. Virus name Filcname No. nt No. nt N.o . Of %. . %
compared matched  ambiguities  Identity  Difference
I A/IRN/1/2005 (EF208769) IRNO5-01 639 609 0 95.31 4.69
2 A/IRN/2/87 (EF208770) IRN87-02 636 543 0 85.38 14.62
3 AISAU/M41/91 SAU91-41 636 541 0 85.06 14.94
4 ATAI/118/87* (EF208777) TAIB7-AD 636 537 0 84.43 15.57
5 A/IRN/22/99 (EF208772) IRN99-22 636 530 ] 83.33 16.67
6 A/SAU/23/86 (EU414536) SAUB6-23 639 631 0 83.1 16.9
7 AITAI/2/97 (EF208778) TAI97-02 636 528 0 83.02 16.98
8 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 530 0 82.94 17.06
9  A/IRN/1/86 (EF208771) IRN96-01 638 626 1 82.45 17.55
10 A24/Cruzeiro/BRA/S5 (AJ251476) BRA55-C 639 515 0 80.59 19.41
nt, nuclcotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: A

WRL Ref No: PAK/13/2008
Sender Ref: PKS7

Date collected: 26/12/2008

Species: Buffalo
Material used: BTyl
Region sequenced: VPI

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Date received by WRLFMD: 27/03/2009
Date received for sequencing: 07/04/2009

RT-PCR primers: A-1C562F/EUR-2B52R;
A-1C612F/EUR-2B52R

Report date: 17/04/2009

Reported by: N.J. Knowles
Checked by: J.M. Hammond

Topotype: ASIA
Genotype/strain: Iran-054F¢%

Sequence filename: PAK08-13.SEQ
Date sequence last updated: 09/04/2009

Total no. of comparisons: 1121

Min. no. of nt for comparison: 300

Total turn-around time: 21 days

Sequencing time: 10 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt No. 9f. %. g
compared matched  ambiguities  Identity  Difference

1 A/PAK/1/2009 PAK03-01 639 634 0 99.22 0.78
2 AIPAK/2/2009 PAK09-02 639 634 0 99.22 0.78
3 AIRN/9/2009 IRN09-09 639 624 0 97.65 2.35
4 A/IIRN/26/2009 IRN09-26 639 623 0 97.5 25
5 AJAFG/44/2007 AFG07-44 639 622 0 97.34 2.66
6 A/AFG/6/2007 AFGO07-06 639 621 0 97.18 2.82
7 AJIRN/15/2009 IRN0S-15 639 621 0 97.18 2.82
8  A/IIRN/20/2009 IRN09-20 639 621 0 97.18 2.82
9 A/IRN/4/2009 IRNOS-04 639 621 0 97.18 2.82

10 A/BAR/2/2009 BAR(09-02 639 620 0 97.03 2.97

Relationships to Reference Virus Strains
. . No. No. . 9 9
Pos.  Virus name Filename con::):r:ad ma?cl::d amrlji(;;u(;tfies ldcrﬁity Diff‘e/:cncc

1 A/IRN/1/2005 (EF208769) IRNOS5-01 639 609 0 95.31 4.69
2 AJIRN/2/87 (EF208770) IRN87-02 636 542 0 85.22 14,78
3 A/SAUM41/91 SAU91-41 636 542 0 85.22 14.78
4 ATAII118/87" (EF208777) TAI87-AD 636 539 0 84.75 15.25
5 ATAN2/97 (EF208778) TAI97-02 636 632 0 83.65 16.35
6 A/SAU/23/86 (EU414536) SAU86-23 639 534 0 83.57 16.43
7 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 534 0 83.57 16.43
8 A/IIRN/22/99 (EF208772) IRN99-22 636 528 v} 83.02 16.98
9 A/IRN/1/96 (EF208771) IRN96-01 638 526 1 82.45 17.55

10 A24/Cruzeiro/BRA/SS5 (AJ251476)  BRAS5-C 639 515 0 80.59 19.41

nt, nucleotides
* not a WRLFMD reference number

byrom



Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1
Serotype: A Report date: 17/04/2009
WRL Ref No: PAK/1/2009 Reported by: N.J. Knowles
Sender Ref: PK P11 Checked by: J.M. Hammond
Date collected: 13/02/2009
Date received by WRLFMD: 27/03/2009 Topotype: ASIA
Date received for sequencing: 07/04/2009 Genotype/strain: Iran-05F¢%7
Species: Cattle Sequence filename: PAK09-01.SEQ
Material used: BTyl Date sequence last updated: 09/04/2009
Region sequenced: VPI Total no. of comparisons: 1121
RT-PCR primers: A-1C562F/EUR-2B52R; Min. no. of nt for comparison: 300
A-1C612F/EUR-2B52R Total turn-around time: 21 days
No. of Nt determined: 639 Sequencing time: 10 days
No. of ambiguities: 0
Gene length: 639
Comments:
Ten Most Closely Related Viruses
0, 0,
Pos. Virus name Filename cor;opal:':ad m]:(t)cl:‘c:d amrl\:iog-u(;tfics ldeﬁ;ity Dif’fe/:cncc
1 A/PAK/2/2009 PAK09-02 639 639 0 100 0
2 AJPAK/13/2008 PAKO08-13 639 634 0 99.22 0.78
3 A/IRN/9/2009 IRN0S-09 639 621 0 97.18 2.82
4  A/IIRN/26/2009 IRN09-26 639 620 0 97.03 2.97
5 AJAFG/44/2007 AFG07-44 639 619 0] 96.87 3.13
6 A/AFG/6/2007 AFG07-06 639 618 0 96.71 3.29
7 AIRN/15/2009 IRN09-15 639 618 0 986.71 3.29
8  AIIRN/20/2009 IRN0S-20 639 618 0 96.71 3.29
9  A/IRN/4/2009 IRN09-04 639 618 ] 96.71 3.29
10 A/BAR/2/2009 BAR(09-02 639 617 0 96.56 3.44
Relationships to Reference Virus Strains
o, 0,
Pos.  Virus name Filemame coNn::;z:'::d mljl?cl::d amﬁ%u?fics ldcrﬁity Diﬁ;’encc
1 A/IRN/1/2005 (EF208769) IRNO5-01 639 606 0 94.84 5.16
2 A/IRN/2/87 (EF208770) IRN87-02 636 539 4] 84.75 15.25
3 A/SAU41/91 SAU91-41 636 539 0 84.75 15.25
4 A/TAI/118/87* (EF208777) TAI87-AD 636 536 0 84.28 15.72
5 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 533 0 83.41 16.59
6 A/SAU/23/86 (EU414536) SAUB6-23 639 531 0 83.1 16.9
7 ATAIN2/97 (EF208778) TAI97-02 636 527 0 82.86 17.14
8 AIRN/22/99 (EF208772) IRN99-22 636 525 0 82.55 17.45
9 A/IRN/1/96 (EF208771) IRN96-01 638 525 1 82.29 17.7M
10 A24/Cruzeiro/BRA/S5 (AJ251476)  BRAS5--C 639 515 0 80.59 19.41
nt, nucleotides
*, not a WRLFMD reference number

byron



Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1
Serotype: A Report date: 17/04/2009
WRL Ref No: PAK/2/2009 Reported by: N.J. Knowles
Sender Ref: PK P12 Checked by: J.M. Hammond
Date collected: 13/03/2009
Date received by WRLFMD: 27/03/2009 Topotype: ASIA
Date received for sequencing: 07/04/2009 Genotype/strain: Iran-057¢%
Species: Cattle Sequence filename: PAK09-02.SEQ
Matenal used: BTyl Date sequence last updated: 09/04/2009
Region sequenced: VP! Total no. of comparisons: 1121
RT-PCR primers: A-1C612F/EUR-2B52R Min. no. of nt for comparison: 300
No. of Nt determined: 639 Total turn-around time: 21 days
No. of ambiguities: 0 Sequencing time: 10 days
Gene length: 639
Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt N.o‘ Of %. , %
compared matched  ambiguities  Identity  Difference
1 A/PAK/1/2009 PAK(09-01 639 639 0 100 0
2 A/PAK/13/2008 PAKO08-13 639 634 0 99.22 0.78
3 AIRN/9/2009 IRNO9-09 639 621 0 97.18 2.82
4 A/IRN/26/2009 IRNQ9-26 639 620 0 97.03 2.97
5 AJAFG/44/2007 AFGO07-44 639 619 0 96.87 3.13
6 AJAFG/6/2007 AFG07-06 639 618 0 96.71 3.29
7  AIRN/15/2009 IRN09-15 639 618 0 96.71 3.29
8 A/IRN/20/2009 IRN09-20 639 618 0 86.71 3.29
9  A/IRN/4/2009 IRN09-04 639 618 0 86.71 3.29
10 A/BAR/2/2009 BAR0S-02 639 617 0 96.56 3.44
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N_o. qf. %, . %
compared matched ambiguitics  Identity  Difference
I AJIRN/1/2005 (EF208769) IRNO5-01 639 606 0 94.84 5.16
2 AIIRN/2/87 (EF208770) IRNB7-02 636 539 0 84.75 15.25
3 A/SAU/41/91 SAU91-41 636 539 0 84.75 15.25
4 ATAI/118/87 (EF208777) TAI87-AD 636 5§36 0 84.28 15.72
5 A22/IRQ/24/64 (AJ251 474) IRQ64-24 639 633 0 83.41 16.59
6 A/SAU/23/86 (EU414536) SAU86-23 639 531 0 83.1 16.9
7 ATAI/2/97 (EF208778) TAI97-02 636 527 0 82.86 17.14
8  A/IIRN/22/99 (EF208772) IRN99-22 636 525 0 82.55 17.45
9  A/IRN/1/96 (EF208771) IRN96-01 638 525 1 82.29 17.71
10 A24/Cruzeiro/BRA/SS (AJ251476) BRAS5-C 639 515 0 80.59 19.41
nt, nucleotides
* not a WRLFMD reference number

byron



Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: A Report date: 17/04/2009

WRL Ref No: PAK/4/2009 Reported by: N.J. Knowles

Sender Ref: PK P10 Checked by: J.M. Hammond

Date collected: 12/03/2009

Date received by WRLFMD: 27/03/2009 Topotype: ASIA

Date received for sequencing: 07/04/2009 Genotype/strain: Iran-055AR 8

Species: Cattle Sequence filename: PAK09-04.SEQ

Material used: BTyl Date sequence last updated: 15/04/2009

Region sequenced: VPI Total no. of comparisons: 1121

RT-PCR primers: A-1C562F/EUR-2B52R,; Min. no. of nt for comparison: 300

A-1C612F/EUR-2B52R Total turn-around time: 21 days

No. of Nt determined: 639 Sequencing time: 10 days

No. of ambiguities: 0

Gene length: 639

Comments:

Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt Np. qf. %. . %
compared matchcd  ambiguities  Identity  Difference
1 AJIRN/23/2009 IRN09-23 639 635 0 99.37 0.63
2 AIRN/24/2009 IRN09-24 639 635 0 99.37 0.63
3 AIRN/S5/2009 IRN09-05 639 635 0 99.37 0.63
4 AJIRN/6/2009 IRN09-06 639 635 0 89.37 0.63
5  AIRN/13/2009 IRN09-13 639 634 0 99,22 0.78
6 A/IRN/18/2009 IRN09-18 639 634 0 99.22 0.78
7 AIIRN/19/2009 IRN09-19 639 634 0 99.22 0.78
8 A/IRN/2/2009 IRN09-02 639 634 0 99.22 0.78
9  AIRN/21/2009 IRN09-21 639 634 0 99,22 0.78
10 A/IRN/22/2009 IRN09-22 639 634 0 99.22 0.78
Relationships to Reference Virus Strains
Pos. Virus name Filecname No. nt No. nt NP' qft %. . %
compared matched ambiguities Identity  Difference

1 A/IRN/1/2005 (EF208769) IRN05-01 639 611 0 95.62 4.38
2 A/SAUM4191 SAU91-41 636 540 0 84.91 15.09
3 ATAII118/87* (EF208777) TAI87-AD 636 538 0 84.59 15.41
4 AIRN/2/87 (EF208770) IRN87-02 636 536 0 84.28 15.72
5 A/SAUI23/86 (EU414536) SAUB6-23 639 533 0 83.41 16.59
6  AJIRN/22/99 (EF208772) IRN99-22 636 530 0 83.33 16.67
7 ATAIf2/97 (EF208778) TAI97-02 636 529 0 83.18 16.82
8 A/IRN/1/96 (EF208771) IRN96-01 638 530 1 83.07 16.93
9 A22/IRQ/24/64 (AJ251474) IRQ64-24 639 524 0 82 18
10 A24/Cruzeiro/BRA/SS (AJ251476) BRA55-C 639 516 0 80.75 19.25

nt, nucleotides

*, not a WRLFMD reference number

byromn



byrom

Report on FMDV A from Pakistan in 2008-2009

Batch: WRLFMD/2009/00014

Software: MEGA 40

No. of Taxa : 251

Data File : n\evdimeg\db\imdwalPAK2009a.meg
Data Title : A Pakistan 2008-2009

Data Type : Nucleotide (Coding)

Analysis : Phylogeny reconstruction

->Method : Neighbor-Joining

-=>Phylogeny Test and options : Bootstrap (1000 replicates; seed=64130)
Include Sites
->Gaps/Missing Data : Pairwise Deletion

=>Codon Positions : 1st+2nd+3rd=Noncoding

Substitution Model - ================—=z==z=zz=z=z==
->Model : Nuclectide: Kimura 2-parameter
->Substitutions to Include ; d: Transitions + Transversions
->Pattern among Lineages : Same (Homogeneous)

->Rates among sites ;: Uniform rates

No. of Sites : 642

No Of Bootstrap Reps = 1000

Only bootstrap values of 70% and above are shown

*, not 8 WRLFMD Ref. No.

N.J. Knowles and J. Wadsworth, 17 Apnl 2009

AlIRN/4/2009
ANIRN/1T/2009
A/IRN/15/2009
AlIRN/26/2009

A/IRN/1/2009
L iRN202009

ANIRN/9/2009

L

A/BAR/2/2009
__";;'l A/BAR/4/2009

AIPAKI7/2008
AIPAK/9/2008
T | AIPAKI 1012008
AIPAK/12/2008
== AIPAKI13/2008

AIPAKI1/2009
10 ] P AKI212000

ANRNA/2008
|_|_ AJAFGI6/2007
w BAJAFG/44/2007

AJIRN/6/2009
ANIRN/25/2009
AlIRN/S/2009
AfIRN/3/2009
ANIRN/27/2009
AIRN/23/2009
AlIRN/24/2009
ANRN/B/2009
AJIRN8/2009
AlIRN1Y2009
ANRN0/2009
AIRN19/2009
AIPAKI4/2009
ATKUWIH 2009

w g AIBAR/G/2008
AIBAR/TI2008

kil

e

ANIRN/11/2009
ANRNI12/2009
AILEB/1/2009
A/LEB/5/2009
AILEB/4/2009
A/LEB/T/2009
AIKUW/5/2009
A/IRQY22/2009
ANRQY23/2009
A/IRQY24/2009
AKUW/1/2009
AIKUW/2/2009
A/RQY/15/2009
ATKUW/4/2009
ANIRQY18/2009
ANRN/2/2009
ANRQY11/2009
ANRQY21/2009
ANRMN21/2009
AIKUW/6/2009
ANRN29/2009
ANRQM7/2009
AIRQY12/2009
ANRCQY9/2009
ANRQ0/2009
ANRN22/2009

e ASIRN/28/2009
AIRN/16/2009
AILIBN/2009
AILIB/2/2009

o

0005

AFG-07

BAR-08

Fands

ASA






