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notify us immediately by telephone or E-mail and then return the original transmission to us by mail.

Thank you.

Virus isolates: O HKN/6/2006, O HKN/1/2007, O HKN/2/2007, O HKN/3/2007, O HKN/4/2007, O HKN/1/2008, O
HKN/2/2008, O HKIN/3/2008, O HKN/4/2008, O HKN/1/2009 and O HKN/2/2009

Sequencing work has now been completed in respect of the above virus isolates received at IAH Pirbright on 23™ April 2009
and the details are as dlt.ichul ])ILdHL note .1|I of our phyil!{,ukllu trees can be accessed via the internet at;

hitp://www.iah.t 4is/Picornaviridae/Aphthovirus/index.html

Yours sincerely
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: HKN/6/2006

Sender Ref: FMD 01/06 D-06-345

Date collected: 26/01/2006

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 30/04/2009

Species: Pig

Material used: RS1

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN06-06.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total turn-around time: 46 days
Sequencing time: 39 days

Comments:

Ten Most Closely Related Viruses

. . X . n No. % %
Pos.  Virus name Filename co':'n:)at;::d mr:?chctd ambigu?fies Identity Diffe:cnce
1 O/HKNI/5/2006 HKNO06-05 639 638 0 99.84 0.16
2 O/HKN/2/2006 HKNO06-02 639 637 0 99.69 0.31
3 O/HKN/4/2006 HKNO06-04 639 637 0 99.69 0.31
4 Q/HKN/1/2006 HKNO06-01 639 636 0 8953 0.47
5 O/HKN/24/2005 HKNO05-24 639 634 0 99.22 0.78
6  O/HKN/3/2006 HKN06-03 639 634 0 99.22 0.78
7 O/HKN/22/2005 HKNQ5-22 639 633 0 99.06 0.94
8  O/HKN/23/2005 HKNO05-23 639 633 0 99.06 0.94
9  O/HKN/25/2005 HKNO05-25 639 632 0 98.9 1.1
10 O/HKN/18/2005 HKNO05-18 639 630 0 98.59 1.41

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N.o' Of %. . %
compared matched  ambiguities  Identity  Difference

I O/PHI/5/95 (DQ164946) PHI95-05 639 588 0 92.02 7.98
2 O/HKN/6/83 (AJ294919) HKN83-06 637 557 2 87.44 12.56
3 O/IND/53/79 [AF2921 07] IND79A53 639 520 0 81.38 18.62
4 O1/Manisa/TUR/69 (AJ251477) TURE9-E 639 514 0 80.44 19.56
5 OITAW/2/99 (AJ294927) TAW99-02 639 513 0 80.28 19.72
6 ONSR/2/88 (DQ164899) ISR88-02 639 512 0 80.13 19.87
7 OITAI1189/87* [TRRL]) TAIB7-AC 639 511 0 79.97 20.03
8 OMOR/M/91 MOR91-01 639 510 0 79.81 20.19
9 O/ND/R2/75* [AF204276] IND75-A 639 503 0 78.72 21.28

10 O1/BFS 1860/UK/67 (J02185) UKG67—-A 639 494 0 77.31 22.69

nt, nucleotides
*, not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL Ref No: HKN/1/2007

Sender Ref: FMD 01/07 D-07-325

Date collected: 10/01/2007

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 30/04/2009

Species: Pig

Material used: RS1

Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R,;
O-1C272F/EUR-2BS52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN07-01.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total turn-around time: 46 days
Sequencing time: 39 days

Comments;

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt N.°' qf. %. . %
compared matched  ambiguities  Identity  Difference

1 O/HKN/2/2007 HKN07-02 639 638 0 99.84 0.16
2 O/HKN/13/2004 HKNO04-13 639 623 0 975 25
3 O/HKN/10/2004 (DQ164887) HKN04-10 639 619 0 96.87 3.13
4 O/HKN/7/12004 (DQ164884) HKNO04-07 639 619 0 96.87 3.13
5 O/HKN/3/2004 (DQ164881) HKNO04-03 639 618 0 96.71 329
6 O/HKN/11/2004 (DQ164888) HKNO04-11 639 617 0 96.56 34
7 O/HKN/12/2004 (DQ164889) HKN04-12 639 616 1) 96.4 36
8 O/HKN/6/2004 (DQ164883) HKN04-06 639 616 0 96.4 3.6
9 O/HKN/8/2004 (DQ164885) HKNO04-08 639 616 0 96.4 3.6

10 O/HKN/4/2004 (DQ164882) HKN04-04 639 615 0 96.24 3.76

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N.o’ °f %. . %
compared matched ambiguities  [dentity  Difference
1 O/PHI/5/95 (DQ164946) PHI95-05 639 589 0 92.18 7.82
2 O/HKN/6/83 (AJ294919) HKN83-06 637 551 2 86.5 13.5
3 O/1SR/2/88 (DQ164899) ISR88-02 639 524 0 82 18
4 OMOR/1/91 MOR91-01 639 520 ] 81.38 18.62
5 O/IND/53/79 [AF292107) IND79A53 639 518 0 81.06 18.94
6  O/TAW/2/99 (AJ294927) TAW99-02 639 516 0 80.75 19.25
7 O1/Manisa/TUR/69 (AJ251477) TURG9-E 639 515 0 80.59 19.41
8 OfTAIN89/87* [TRRL] TAIB7-AC 639 507 0 79.34 20.66
9 O/IND/R2/75" [AF204276] IND75--A 639 505 0 79.03 2097
10 O1/BFS 1860/UK/67 (J02185) UKGE7-A 639 487 0 76.21 23.79

nt, nucleotides
* not a WRLFMD reference number
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Molecular Epidemiology Report Form

|IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: HKN/2/2007

Sender Ref: FMD 02/07 D-07-3302

Date collected: 23/03/2007

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 30/04/2009

Species: Pig

Material used: RS1

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN07-02.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total turn-around time: 46 days
Sequencing time: 39 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt N.o' Of %. . %
compared matched  ambiguities  Ildentity  Difference
1 O/HKN/1/2007 HKNO07-01 639 638 0 99.84 0.16
2 O/HKN/13/2004 HKNO04-13 639 624 0 97.65 235
3 O/HKN/10/2004 (DQ164887) HKN04-10 639 620 0 97.03 297
4 OMHKN/7/2004 (DQ164884) HKNO04-07 639 620 0 97.03 297
5 O/HKN/3/2004 (DQ164881) HKN04-03 639 619 0 96.87 3.13
6 O/MKN/11/2004 (DQ164888) HKNO04-11 639 618 0 96.71 3.29
7 O/HKN/12/2004 (DQ164889) HKN04-12 639 617 0 96.56 3.44
8 O/HKN/6/2004 (DQ164883) HKN04-06 639 617 0 96.56 3.44
9  O/MHKN/8/2004 (DQ164885) HKNO04-08 639 617 0 96.56 3.44
10 O/HKN/4/2004 (DQ164882) HKN04-04 639 616 0 96.4 36

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N.o' Of % . . %
compared matched  ambiguities  Identity  Difference

1 O/PHI5/95 (DQ164946) PHI95-05 639 5380 0 92.33 7.67
2 O/HKN/6/83 (AJ294919) HKN83-06 637 5650 2 86.34 13.66
3 O/ISR/2/88 (DQ164899) ISR88-02 639 525 0 82.16 17.84
4 O/MOR/1/91 MOR91-01 639 521 0 81.53 18.47
5 O/fIND/53/79 [AF292107] IND79A53 639 519 0 81.22 18.78
6  O/TAW/2/99 (AJ294927) TAWS9-02 639 517 0 80.91 19.09
7 O1/Manisa/TUR/E9 (AJ251477) TURGE9-E 639 516 0 80.75 19.25
8  OfTAI189/87* [TRRL] TAI87-AC 639 508 0 79.5 20.5
9 O/IND/R2/75* [AF204276] IND75--A 639 504 0 78.87 21.13

10 01/BFS 1860/UK/67 (J02185) UKG67--A 639 488 0 76.37 23.63

nt, nucleotides

*, not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL Ref No: HKN/3/2007

Sender Ref: FMD 03/07 D-07-8097 (1)

Date collected: 25/10/2007

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 28/04/2009

Species: Pig

Material used: RS1

Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN07-03.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total tumn-around time: 46 days
Sequencing time: 41 days

Comments:

Ten Most Closely Related Viruses

. . . . . of % %
Pos.  Virus name Filename cor:'n‘:)anr:ad mr‘::cl:letd amNb?gu?tics ldentity Difference
1 O/HKN/4/2007 HKNO07-04 639 637 ¢] 99.69 0.31
2 O/HKN/3/2008 HKNO08-03 639 627 0 98.12 1.88
3 O/HKN/1/2008 HKN08-01 639 626 0 97.97 2.03
4 Q/HKN/2/2008 HKNO08-02 639 626 0 97.97 2.03
5 O/HKN/2/2006 HKN06-02 639 625 0 97.81 2.19
6 O/HKN/4/2006 HKN06-04 639 625 0 97.81 2.19
7 O/HKN/1/2006 HKNO06-01 639 624 0 97.65 235
8 O/MKN/24/2005 HKNO05-24 639 624 0 97.65 235
9  Q/HKN/5/2006 HKNG06-05 639 624 0 97.65 2.35
10 O/MKN/1/2009 HKN0S-01 639 623 0 97.5 2.5

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N.o' Of %. . %
compared matched  ambiguities  Identity  Difference

1 O/PHI/5/95 (DQ164946) PHI95-05 639 581 0 90.92 9.08
2 O/HKN/6/83 (AJ294919) HKN83-06 637 551 2 86.5 135
3 O/IND/53/79 [AF292107] IND79A53 639 519 0 81.22 18.78
4 OTAW/2/99 (AJ294927) TAW99-02 639 513 0 80.28 19.72
5 O/ISR/2/88 (DQ164899) ISR88-02 639 511 0 79.97 20.03
6 OMOR/1/91 MOR91-01 639 509 0 79.66 20.34
7  OfTAII189/87* [TRRL) TAIB7-AC 639 506 0 79.19 20.81
8 O1Manisa/TUR/EY (AJ251477) TURG9-E 639 505 0 79.03 20.97
9 O/IND/R2/75" [AF204276] IND75-A 639 503 0 78.72 21.28

10 O1/BFS 1860/UK/67 (J02185) UKG67—-A 639 490 0 76.68 23.32

nt, nucleotides
¢, not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: HKN/4/2007

Sender Ref: FMD 03/07 D-07-8097 (2)

Date collected: 25/10/2007

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 28/04/2009

Species: Pig

Material used: RS1

Region sequenced: VPI1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN07-04.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total turn-around time: 46 days
Sequencing time: 41 days

Comments:

Ten Most Closely Related Viruses

. . 0. nt 0. No. of % 9
Pos.  Virus name Filename corjnpared m':!cl:letd ambiguities lden:ity Diff:',ence
1 O/HKN/3/2007 HKNO0O7-03 639 637 0 99.69 0.31
2 O/HKN/3/2008 HKNO08-03 639 629 0 98.44 1.56
3 O/HKN/1/2008 HKNO08-01 639 628 0 98.28 1.72
4 O/HKN/2/2008 HKNO08-02 639 628 0 98.28 1.72
5 O/HKN/2/2006 HKNQ6-02 639 627 0 98.12 1.88
6 O/HKN/4/2006 HKNO06-04 639 627 0 98.12 1.88
7 OMHKN/1/2006 HKNO06-01 639 626 0 97.97 203
8  O/HKN/24/2005 HKNO05-24 639 626 0 97.97 2.03
9  O/HKN/5/2006 HKNG6-05 639 626 0 97.97 2.03
10 O/HKN/1/2009 HKN09-01 639 625 0 97.81 2.19

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N?’ Of %. . %
compared matched ambiguities Identity  Difference

1 OIPHI/5/95 (DQ164946) PHI95-05 639 583 0 91.24 8.76
2 O/MHKN/6/83 (AJ294919) HKN83-06 637 553 2 86.81 13.19
3 O/ND/53/79 [AF292107) IND79A53 639 521 0 81.53 18.47
4 OITAW/2/99 (AJ294927) TAW99-02 639 515 0 80.59 19.41
5 O/SR/2/88 (DQ164899) ISR88-02 639 513 0 80.28 19.72
6 OMOR/1/91 MOR91-01 639 511 0 79.97 20.03
7 OfTAI189/87* [TRRL] TAIB7-AC 639 508 0 79.5 20.5
8 O1/Manisa/TUR/E9 (AJ251477) TURE9--E 639 507 0 79.34 20.66
9 O/IND/R2/75* [AF204276) IND75--A 639 503 0 78.72 21.28

10 O1/BFS 1860/UK/67 (.02185) UKG67--A 639 480 0 76.68 23.32

nt, nucleotides

* not a WRLFMD reference number




byron

Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: HKN/1/2008

Sender Ref: FMD 01/08 D-08-8192 (1)

Date collected: 10/11/2008

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 30/04/2009

Species: Pig

Material used: RS1

Region sequenced: VPI1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKNO08-01.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total turn-around time: 46 days
Sequencing time: 39 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt Nf)' of %. . %
compared matched  ambiguities  Identity  Difference

1 O/HKN/2/2008 HKNO08-02 639 639 0 100 0
2 O/HKN/1/2009 HKN09-01 639 636 0 99.53 0.47
3 O/HKN/2/2009 HKN09-02 639 636 0 99.53 0.47
4  O/MKN/3/2008 HKNO08-03 639 636 0 99.53 0.47
5  O/HKN/4/2008 HKNO08-04 639 636 0 99.53 0.47
6 O/HKN/4/2007 HKNO7-04 639 628 0 98.28 1.72
7 O/HKN/3/2007 HKNO07-03 639 626 0 97.97 203
8 O/HKN/2/2006 HKNOG-02 639 620 0 97.03 297
9  O/HKN/4/2006 HKNO06-04 639 620 0 97.03 297
10 O/HKN/1/2006 HKN06-01 639 619 0 96.87 3.13

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N.o' Of % . . %
compared matched ambiguities Identity  Difference

1 O/PHI/5/95 (DQ164946) PHIg5-05 639 577 0 0.3 97
2 O/HKN/6/83 (AJ294919) HKN83-06 637 549 2 86.19 13.81
3 O/IND/53179 [AF292107) IND79A53 639 517 0 80.91 19.09
4 OfISR/2/88 (DQ164899) ISR88-02 639 512 0 80.13 19.87
5 OITAW/2/99 (AJ294927) TAW99-02 639 509 0 79.66 20.34
6 OMOR/M1/91 MOR91-01 639 508 0 79.5 205
7 O/TAI189/87* [TRRL] TAIB7-AC 639 503 0 78.72 21.28
8  O1/Manisa/TUR/EY (AJ251477) TURG9-E 639 503 0 78.72 21.28
9 O/ND/R2/75* [AF204276) IND75-A 639 501 0 78.4 216

10 O1/BFS 1860/UK/67 (J02185) UKG67-A 639 492 0 77 23

nt, nucleotides

*, not a WRLFMD reference number




byronm

Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: HKN/2/2008

Sender Ref: FMD 01/08 D-08-8192 (2)

Date collected: 10/11/2008

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 30/04/2009

Species: Pig

Material used: RS1

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
0O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN08-02.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total turn-around time: 46 days
Sequencing time: 39 days

Comments:

Ten Most Closely Related Viruses

) 0,
Pos.  Virus name Filename col:ln(;al:':ad mr:?c'l::d amii(;u(:tfies lde::ity Diff:ence

1 O/HKN/1/2008 HKNO8-01 639 639 0 100 0
2 O/HKN/1/2009 HKNO09-01 639 636 0 99.53 0.47
3 OMKN/2/2009 HKN09-02 639 636 0 99.53 0.47
4 OMHKNI3/2008 HKNO8-03 639 636 0 99.53 0.47
5 O/HKN/4/2008 HKN08-04 639 636 0 99.53 0.47
6  O/MKN/4/2007 HKNO7-04 639 628 0 98.28 1.72
7 OMKN/3/2007 HKNO7-03 639 626 0 97.97 203
8  O/HKN/2/2006 HKN06-02 639 620 0 97.03 297
9 O/HKN/4/2006 HKNO6-04 639 620 0 97.03 297
10 O/HKN//2006 HKND6-01 630 619 0 96.87 3.13

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt NP' °f %. . %

' compared matched ambiguities Identity  Difference
1 O/PHI/5/95 (DQ164946) PHI95-05 639 577 0 80.3 9.7
2 O/HKN/6/83 (AJ294919) HKN83-06 637 549 2 86.19 13.81
3 O/IND/53/79 [AF292107] IND79A53 639 517 0 80.91 19.09
4 ONISR/2/88 (DQ164899) ISR88-02 639 512 0 80.13 19.87
5 OITAWI2/99 (AJ294927) TAW99-02 639 509 0 79.66 20.34
6 OMOR/1/91 MOR91-01 639 508 0 79.5 205
7 OfTAII89/87* [TRRL] TAIB7-AC 639 503 0 78.72 21.28
8  O1Manisa/TUR/E9 (AJ251477) TUR69-E 639 503 1) 78.72 21.28
9 O/IND/R2/75* [AF204276) IND75-A 639 501 0 78.4 216

10 O1/BFS 1860/UK/67 (J02185) UKG67-A 639 492 0 77 23

nt, nucleotides
*. not a WRLFMD reference number




byrom

Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: HKN/3/2008

Sender Ref: FMD 01/08 D-08-8192 (3)

Date collected: 10/11/2008

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 30/04/2009

Species: Pig

Material used: RS1

Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN08-03.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total turn-around time: 46 days
Sequencing time: 39 days

Comments:

Ten Most Closely Related Viruses

9, 0,
Pos.  Virus name Filename cor‘r]n(;;:rted mrj:&;l::d mn]:i()g.u?tt;es Ider/lotity Diﬂ:encc
1 O/HKN/1/2008 HKNO08-01 639 636 0 99.53 0.47
2 O/HKN/2/2008 HKNO08-02 639 636 0 99.53 0.47
3 O/HKN/1/2009 HKN09-01 639 633 0 99.06 0.94
4 O/HKN/2/2009 HKNO09-02 639 633 0 99.06 0.94
5 O/HKN/4/2008 HKNO08-04 639 633 0 99.06 0.94
6 O/HKN/4/2007 HKNO07-04 639 629 0 98.44 1.56
7 O/MHKN/3/2007 HKNO07-03 639 627 0 98.12 1.88
8 O/HKN/2/2006 HKN06-02 639 621 0 97.18 282
9 O/MKN/4/2006 HKNO06-04 639 621 0 97.18 282
10 O/HKN/1/2006 HKNO06-01 639 620 0 97.03 297

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N.o' Of %. . %
compared matched ambiguities I[dentity  Difference

1 O/PHI/5/95 (DQ164946) PHI95-05 639 577 0 80.3 9.7
2 O/HKN/6/83 (AJ294919) HKN83-06 637 549 2 86.19 13.81
3 OfIND/53/79 [AF292107] IND79A53 639 518 0 81.06 18.94
4 Q/ISR/2/88 (DQ164899) ISR88-02 639 513 0 80.28 19.72
5 OMOR/1/91 MOR91-01 639 509 0 79.66 20.34
6  O/TAW/2/99 (AJ294927) TAW99-02 639 508 0 79.5 205
7 OfTAI/189/87* [TRRL] TAIB7-AC 639 505 0 79.03 20.97
8  O1/Manisa/TUR/E9 (AJ251477) TUR69-E 639 505 0 79.03 20.97
9 O/IND/R2/75* [AF204276] IND75-A 639 500 0 78.25 21.75

10 O1/BFS 1860/UK/67 (J02185) UKG67-A 639 492 0 77 23

nt, nucleotides

*, not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: HKN/4/2008

Sender Ref: FMD 01/08 D-08-8192 (4)

Date collected: 10/11/2008

Date received by WRLFMD: 23/04/2009

Date received for sequencing: 30/04/2009

Species: Pig

Material used: RS1

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R,;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 08/06/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN08-04.SEQ
Date sequence last updated: 08/06/2009
Total no. of comparisons: 1948

Min. no. of nt for comparison: 300
Total turn-around time: 46 days
Sequencing time: 39 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt No. of % "
compared matched  ambiguities  Identity  Difference

1 O/HKN/1/2008 HKNO08-01 639 636 0 99.53 0.47
2 O/HKN/2/2008 HKNO08-02 639 636 0 99.53 0.47
3 O/HKN/1/2009 HKNO0S-01 639 633 0 99.06 0.94
4 O/HKN/2/2009 HKNO09-02 639 633 0 89.06 0.94
5 O/HKN/3/2008 HKNO08-03 639 633 0 99.06 0.94
6  O/HKN/4/2007 HKNO7-04 639 625 0 97.81 219

7 OIHKN/3/2007 HKNO07-03 639 623 0 97.5 25
8  O/HKN/24/2005 HKNO05-24 639 618 0 96.71 3.29
9 OMHKN/2/2006 HKN06-02 639 617 0 96.56 3.44
10 O/HKN/4/2006 HKN06-04 639 617 0 96.56 3.44

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N?' of %. . %
compared matched ambiguities  lIdentity  Difference

1 O/PHI/S/95 (DQ164946) PHI95-05 639 576 0 90.14 9.86
2 O/HKN/6/83 (AJ294919) HKN83-06 637 546 2 85.71 14.29
3 O/IND/53/79 [AF292107] IND79A53 639 516 0 80.75 19.25
4 O/ISR/2/88 (DQ164899) ISR88-02 639 511 0 79.97 20.03
5 OfTAW/2/99 (AJ294927) TAW99-02 639 508 0 79.5 205
6 O/MOR/M/91 MOR91-01 639 507 0 79.34 20.66
7 OITAI/189/87* [TRRL] TAIB7-AC 639 502 0 78.56 21.44
8  O1/Manisa/TUR/69 (AJ251477) TURG9-E 639 502 0 78.56 21.44
9 O/IND/R2/75* [AF204276] IND75--A 639 500 0 78.25 21.75

10 O1/BFS 1860/UK/67 (J02185) UKG67—-A 639 491 0 76.84 23.16

nt, nucleotides

* not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O
WRL Ref No: HKN/1/2009

Sender Ref: FMD 01/09 D-09-816 (1)

Date collected: 04/01/2009

Date received by WRLFMD: 23/04/2009
Date received for sequencing: 28/04/2009

Species: Pig
Material used: RS1
Region sequenced: VP1

RT-PCR primers: O-1C244F/EUR-2B52R;
0O-1C272F/EUR-2B52R

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Report date: 08/06/2009

Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN09-01.SEQ
Date sequence last updated: 08/06/2009

Total no. of comparisons: 1948

Min. no. of nt for comparison: 300

Total turn-around time: 46 days

Sequencing time: 41 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt NP' Of %. . %
compared matched  ambiguities  Identity  Difference
1 O/HKN/2/2009 HKNO0S-02 639 639 0 100 0
2 O/HKN/1/2008 HKNO08-01 639 636 0 99.53 0.47
3 O/HKN/2/2008 HKN08-02 639 636 0 99.53 0.47
4 O/HKN/3/2008 HKNO08-03 639 633 0 99.06 0.94
5 O/HKN/4/2008 HKN08-04 639 633 0 99.06 0.94
6 O/HKN/4/2007 HKNO07-04 639 625 0 97.81 2.19
7 O/HKN/3/2007 HKN07-03 639 623 0 975 25
8  OfHKN/2/2006 HKN06-02 639 617 0 96.56 3.44
9 O/HKN/4/2006 HKNO06-04 639 617 0 96.56 3.4
10 O/HKN/1/2006 HKNO6-01 639 616 0 96.4 3.6
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N.o' °f %. . %
compared matched ambiguities  [dentity  Difference
1 O/PHI/5/95 (DQ164946) PHI95-05 639 574 0 89.83 1017
2 O/HKN/6/83 (AJ294919) HKN83-06 637 546 2 85.71 14.29
3 ONND/53/79 [AF292107) IND79A53 639 520 0 81.38 18.62
4 OfISR/2/88 (DQ164899) ISR88-02 639 513 0 80.28 19.72
5 OfTAW/2/99 (AJ294927) TAWS9-02 639 510 0 79.81 20.19
6 OMOR/1/91 MOR91-01 639 509 0 79.66 20.34
7 O1Manisa/TUR/E9 (AJ251477) TURG9-E 639 504 0 78.87 21.13
8 O/IND/R2/75* [AF204276) IND75--A 639 502 0 78.56 21.44
9 O/TAI/189/87* [TRRL] TAIB7-AC 639 502 0 78.56 21.44
10 O1/BFS 1860/UK/67 (J02185) UKG67-A 639 492 0 77 23

nt, nucleotides
* not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O
WRL Ref No: HKN/2/2009

Sender Ref: FMD 01/09 D-09-816 (2)

Date collected: 04/01/2009

Date received by WRLFMD: 23/04/2009
Date received for sequencing: 28/04/2009

Species: Pig
Material used: RS1
Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639
No. of ambiguities: 0
Gene length: 639

Report date: 08/06/2009

Reported by: N.J. Knowles

Checked by: D.P. King

Topotype: CATHAY

Genotype/strain: none designated
Sequence filename: HKN09-02.SEQ
Date sequence last updated: 08/06/2009

Total no. of comparisons: 1948

Min. no. of nt for comparison: 300

Total turn-around time: 46 days

Sequencing time: 41 days

Comments;

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt N.o' of %. . %
compared matched  ambiguities  Identity  Difference
1 O/MKN//2009 HKN09-01 639 639 0 100 0
2 O/HKN/1/2008 HKNO08-01 639 636 0 99.53 0.47
3 O/HKN/2/2008 HKNO08-02 639 636 0 99.53 0.47
4 O/HKN/3/2008 HKNO08-03 639 633 0 99.06 0.94
5 OfHKN/4/2008 HKNO08-04 639 633 0 99.06 0.94
6 O/HKN/4/2007 HKNO07-04 639 625 0 97.81 219
7 O/HKN/3/2007 HKNO07-03 639 623 0 975 25
8 O/HKN/2/2006 HKNO06-02 639 617 0 96.56 344
9  O/HKN/4/2006 HKNO06-04 639 617 0 96.56 344
10 O/HKN/1/2006 HKN06-01 639 616 0 96.4 3.6
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N.o' Of % . . %
compared matched ambiguities  Identity  Difference
1 O/PHI/5/95 (DQ164946) PHIS5-05 639 574 0 89.83 1017
2 O/HKN/6/83 (AJ294919) HKN83-06 637 546 2 85.71 14.29
3 O/IND/53/79 [AF292107] IND79A53 639 520 0 81.38 18.62
4 Q/ISR/2/88 (DQ164899) ISR88-02 639 513 0 80.28 19.72
5  OITAW/2/99 (AJ294927) TAWS9-02 639 510 0 79.81 20.19
6 OMOR/1/91 MOR91-01 639 509 0 79.66 20.34
7 O1/Manisa/TUR/69 (AJ251477) TUR69-E 639 504 0 78.87 2113
8 OQJ/IND/R2/75* [AF204276] IND75-A 639 502 0 78.56 21.44
9 OITAI/189/87* [TRRL] TAI87-AC 639 502 0 78.56 2144
10 O1/BFS 1860/UK/67 (J02185) UKG67-A 639 492 0 77 23

nt, nucleotides
*, not a WRLFMD reference number




byras

Report on FMDV O from
Hong Kong in 2006-2009

Batch: WRLFMD/2009/00020

Software: MEGA 4.0

No. of Taxa : 122

Data File : n:\evd\meg\db\fmdvlo\HKN2009a.meg
Data Title : HKN 2006-2009

Data Type : Nucleotide (Coding)

Analysis : Phylogeny reconstruction

Tree Inference :
->Method : Neighbor-Joining

->Phylogeny Test and options : Bootstrap (1000 replicates; seed=24054)

Include Sites : =
->Gaps/Missing Data : Pairwise Deletion
->Codon Positions : 1st+2nd+3rd+Noncoding

->Model : Nucleotide: Kimura 2-parameter
->Substitutions to Include : d: Transitions + Transversions
->Pattern among Lineages : Same (Homogeneous)
->Rates among sites : Uniform rates

No. of Sites : 639

No Of Bootstrap Reps = 1000

Only bootstrap values of 70% and above are shown

*, not a WRLFMD Ref. No.

N.J. Knowles and J. Wadsworth, 8 June 2009

Substitution Model ; === —mm—m———=

O/HKNN472005
OMHKNN 22005
OMHKN/52005
O/HKN/G2004 (DQ164886)
OMHKN/Y2005
Q/HKN0/2005
O/HKN/2/2004 (DQ164889)
O/HKN/A2004 (DO 164881)
O/HKN/B2004 (DQ164885)
O/HKN/ 172004 (DQ164884)
O/HKN/G/2004 (DQ164883)
OVHKN/A/2004 (DQ164882)
OMHKN/T/2004 (DQ164884)
O/HKN/102004 (DQ16488T)

OMHKNZ/2007
OVHKN/2/2003 (DQ164878)
OMHKNIA/2003 (DQ164680)
O/HIKN//2002 (DQ164877)
OHKN/19/2001 (DQ164876)
O/HKN/A2002 (DQ164878)
OMHKIN/472001 (DQ164875)
OMHKNITI06
O/HKNI20/96
QIVITI 132002 (DQ165025)
OMHKN/S99
O/HKNI/99

ONVITIVGT (AL254800)
OPHYS/85 (DO164946)
OIPHUTISH (AJ204926)

O/PHI 7/2003 (DO164852)
O/PHY5/2000 (DQ164947)

O/PHVE2000

O/PHY20/2003
O/PHI&2003 (DQ164950)
O/PHI13/2000 (DQ164948)
O/PHV14/2000 (DQ164949)
O/PHV10/2003 (DQ164951)
1 g O/PHL21/2003 (DQH164653)
O/PHI23/2003 (DQ164854)

OIFKN/G/ED (AZ94G19)
O1/BFS 186067 (J021B5)

il

o y OLAD/1/2000 (EUGETA44)
OLAQ/2/2000 (AJ318844)
QVITIT2002

ONVIT/E2002 (DO165020)
OMAY/2/2000 (AJ318846)
OTA/2000
OTAW/2/G9 (AJ234627)
QUIPN/2000 (ABOS09TE)
QiTibet/CHAM9G (AJ316330)
OITAVNGD (DQ164978)
O/SKR/M/2000 (AJ318854)
OVCAM/2/2000 (AJ31BE2R)
O/CAM/4/2000 (AJ316829)

08 p ONVIT/G2002 (DQ165022)
ONVITN0/2002 (DQ165023)
ONVIT2V2002 (DO165029)
QUSKR22002

99 p== OVITN12/2002 (DQ165024)
ONVITN6/2002 (DQ16502T)
99 ¢ OVIT/14/2002 (DQ165026)
QVITN/2003 (DQ165030)
O1ManisaTUR/GS (AL25147T)

OICAM/G8 (AJ204908)
OICAM/2/08 (AJ294609)
29 X OICAM/E/99 (AJ318827)

OICAM/M2/04 (AJ294007)
QIVITI2/G7 (AJ254929)
QIVITITIST (AJ256328)
OMAY/1/2002 (DQ164923)
O/LAQ/4/98 (DQ164906)
OITAVE/99 (DQ164977)

002

v - OMYA/13/80 (DQ164524)
: -—ﬁ_—oﬂum.rm(umma:
O/BUR/E/ES (AJ254905)

99 OMAY/17/96
O/TAW2/2000 {DQ164979)
OITAV1BYET* (TRRL)

92 gy O/MAY/52001 (DQ164521)

92 [FL O/MAY/6/2001 (DQ164022)
& 9 I ona0/r2001 (DQ164907)

O/LAQ/2/2001 (ELEET445)
OMYAITr2002 (DQ164528)

OMAY/2/2001
OMAY/4/2001
O/MAY/¥2001 (DQ164820)
OMYA/2000 (DQ164527)
79 p= O/MYA/1/98 (AJ303521)
OMYAT/O8 (DQ164625)
QMYA/S/99 (DQ164926)
O/TAUS/99

CATHAY

“|EURO-SA

ME-SA

SEA






