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This message is intended for the use of the person named above and may contain confidential information. Any
other distribution, copying or disclosure is strictly prohibited. If you have received this telefax in error, please
notify us immediately by telephone or E-mail and then return the original transmission to us by mail.

Thank you.

Virus isolates: ASIA 1 BAR/8/2009 and ASIA 1 BAR/9/2009

Sequencing work has now been completed in respect of the above virus isolates received at IAH Pirbright on 1* of May 2009
and the details are as attached. Please note all of our phylogenetic trees can be accessed via the internet at:
http://www.iah.bbsrc.ac.uk/primary_index/current_research/virus/Picornaviridae/Aphthovirus/ index.htm|

Y ours sincerely
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: ASIA1

WRL Ref No: BAR/8/2009

Sender Ref: 0448

Date collected: 25/04/2009

Date received by WRLFMD: 01/05/2009

Date received for sequencing: 07/05/2009

Species: Cattle

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: As1-1C530F/EUR-2B52R;
Asl-1C613F/EUR-2B52R

No. of Nt determined: 633

No. of ambiguities: 0

Gene length: 633

Report date: 09/05/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: none defined
Genotype/strain: none designated
Sequence filename: BAR09-08.SEQ

Date sequence last updated: 08/05/2009
Total no. of comparisons: 333

Min. no. of nt for comparison: 300

Total turn-around time: 8 days

Sequencing time: 2 days

Comments:

Ten Most Closely Related Viruses

Pos. Virus name Filename No. nt No. nt N.o‘ Of % . %
compared matched  ambiguities  Identity  Difference
1 As1/BAR/9/2009 BAR09-09 633 633 0 100 0
2 As1/IND/107/99* [AF392900] IND99-AD 631 581 0 92.08 7.92
3 As1/IND/278/99* [AF392934] INDS9-AL 631 579 0 91.76 8.24
4 As1/IRN/30/2004 IRN04-30 631 577 0 91.44 8.56
5 As1/IND/102/99* [AF392897] INDG9-AA 631 576 0 91.28 8.72
6 As1/IRN/0/2004 [DQ121119] IRNO4-10 631 576 0 91.28 8.72
7 As1/BAN/4/36 BANS6-04 631 575 0 91.13 8.87
8  As1/IND/92/99* [AF392925] INDS9-AJ 631 574 0 90.97 9.03
9  As1/BAN/2/96 BAN96-02 631 573 0 90.81 9.19
10 As1/IND/390/97* [AF392940] IND97-AF 631 573 0 90.81 9.19
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N.o‘ Of %. . %
compared matched  ambiguities  [dentity  Difference
I As1/IND/8/T9 (EU553910) IND79-08 631 562 0 89.06 10.94
2 As1/INDAWBN/117/85* [AY687334) IND85-AA 631 562 0 89.06 10.94
3 As1/Shamir/iISR/89 ISR89-A 631 554 0 87.8 12.2
4 As1/Petchaburi/TAI/85 vs TAI85-AA 631 546 0 86.53 13.47
5 As1/IND/6YT72 [Y09949] IND72B63 628 540 0 85.99 14.01
6 As1/CAM/9/80 CAMB0-09 631 539 0 85.42 14.58
7 Ast/Kimron/ISR/57 (AY593797) ISR57KIM 631 538 0 85.26 14.74
8  As1/YNBS/CHA/SB [AY390432) CHAS58-AA 631 530 0 83.99 16.01
9 As1/PAK/1/54 PAK54-01 628 527 0 83.92 16.08

nt, nucleotides
*, not a WRLFMD reference number
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: ASIA1

WRL Ref No: BAR/9/2009

Sender Ref: 0449

Date collected: 25/04/2009

Date received by WRLFMD: 01/05/2009

Date received for sequencing: 07/05/2009

Species: Cattle

Material used: BTyl

Region sequenced: VP1

RT-PCR primers: Asl-1C530F/EUR-2B52R;
Asl-1C613F/EUR-2B52R

No. of Nt determined: 633

No. of ambiguities: 0

Gene length: 633

Report date: 09/05/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: none defined
Genotype/strain: none designated
Sequence filename: BAR09-09.SEQ
Date sequence last updated: 08/05/2009
Total no. of comparisons: 333

Min. no. of nt for comparison: 300
Total turn-around time: 8 days
Sequencing time: 2 days

Comments;

Ten Most Closely Related Viruses

. . . nt .t . % 9
Pos.  Virus name Filename cor:n(;)a':'ed mh:!?cl:led am':?gu?tfi&s lde:!ity Diffe/:cnce

I As1/BAR/8/2009 BAR09-08 633 633 0 100 0
2 As1/IND/107/99* [AF392900) INDS9-AD 631 581 0 92.08 7.92
3 As1/IND/278/39" [AF392934] INDS9-AL 631 579 0 91.76 8.24
4 As1/IRN/30/2004 IRN04-30 631 577 0 91.44 8.56
5 As1/IND/102/99* [AF392897) IND99-AA 631 576 0 91.28 8.72
6  As1/IRN/10/2004 [DQ121119] IRN04-10 631 576 0 91.28 8.72
7  As1/BAN/4/96 BANG6-04 631 575 0 91.13 8.87
8  As1/IND/92/99* [AF392925) IND99-AJ 631 574 0 90.97 9.03
9 As1/BAN/2/96 BAN96-02 631 573 0 80.81 9.19
10 As1/IND/390/97* [AF392940) IND97-AF 631 573 0 90.81 9.19

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt Np. Of %. . %
compared maiched  ambiguities  Identity  Difference

1 As1/IND/8/79 (EU553910) IND79-08 631 562 0 89.06 10.94
2 As1/INDWBN/117/85* [AY687334] IND8S-AA 631 562 0 89.06 10.94
3 As1/Shamir/ISR/89 ISR89-A 631 554 0 87.8 12.2

4 As1/Peichaburi/TAI/85 vs TAIB5-AA 631 546 0 86.53 13.47
5 As1/IND/63/72 [Y09949] IND72B63 628 540 0 85.99 14.01
6 As1/CAM/9/80 CAMB80-09 631 539 0 85.42 14.58
7 As1/KimroniSR/S7 (AY593797) ISRS7KIM 631 538 0 85.26 14.74
8  As1/YNBS/CHA/58 [AY390432) CHAS8-AA 631 530 0 83.99 16.01
9 As1/PAK/1/54 PAKS54-01 628 527 0 83.92 16.08

nt, nucleotides
*, not a WRLFMD reference number
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An 1AF G/22/2003° (EF457087)
An 1AF G/3V2003° (EF457000)
As 1/AF G24/2003" (EF457088)
As 1/AF G26/2003 (EFA5T080)

As 1IAF G 182004" (EF457063)
As 1/AF G/138/2004° (EF457004)

As 1P AK1/2004 (DQ121128)

As VPAKIGW2003 (DD121127)

As UPAKRI2004

As TAF G/4O2003° (EFA57001)
As1/AF G44/2000° (EF45T002)

As 1HKNA/2005 (DQ121114)
As 1HKN/272005 (DQ121115)
As1KRG/1/72004

As 1ITAL1/2004 (DQ121402)
As1TANZ2/2004 (DQ121403)

Report on FMDV Asia 1 from

Bahrain in 2009
Batch: WRLFMD/2009/00021

. As 1PAKAL2002 (DQ121124)
Software: MEGA 4.0 - Aa 1/PAKI31/2002 (DQ121125)
No. of Taxa : 130 ' M As 1PAK Y2002

As 1P AK4/2002

As 1/IRN/0/2004
| —“E_,umum?tm (Da121118)
As 1/IRN/31/2004 (DO121121)

As 1P AKI 52006

As 1IPAKZ2/2006

As 1/PAKZOF2003 (DQ121128)
As1IRN/SB/D0 (DQ121122)

As 1/ARM/2000 (ARRLAH)
As1IGRE 12000 (D2121113)
A5 1/GRGIZ001 (ARRLAH)
A3 1IGRG/2000 | ARRLAH)
As VTURVRSS (DO121130)

As 1ITUR/10'G@ (DQ121131)
As L/INDIEIDE (AFID0T(5)

As 1/BAN/A/DE

As1/NEPZU10GT (EF 1M562)

As 1/IND/3B0VBT" (AF 302040)

As 1/IND/ 1196 (AF 300683)

A8 1/INDIT2/06" (AF 300700)

As 1/INDINTV06" (AF 360681)
As1/BANZ/SE
As1/NDIMO7I01" (PD-FMD)
As 1/NDIR 101" (AY687333)
As 1/MYAS2/2001 (DQ121123)

Data File : n:\evd\meg\db\fmdv\asia 1\BAR2009a.meg

Data Title : Bahrain 2009

Data Type : Nucleotide (Coding)

Analysis : Phylogeny reconstruction

Tree Inference : ================== ==

->Method : Neighbor-Joining

->Phylogeny Test and options : Bootstrap (1000 replicates; seed=46980)

->Gaps/Missing Data : Pairwise Deletion

->Codon Positions : 1st+2nd+3rd+Noncoding

Substitution Model : = ===
->Model : Nucleotide: Kimura 2-parameter

->Substitutions to Include : d: Transitions + Transversions
->Pattern among Lineages : Same (Homogeneous)
->Rates among sites : Uniform rates

™ As 1/INDM2TIUE (AF 302926)
; G rorreer (AF 324
No. of Sites : 638 Numnnzfrw (AF302897)
No Of Bootstrap Reps = 1000 % ALV 1000 (AF X0 205)

As 1/IND/G2/9T" (AF 302025)
As 1/INDV225/99° (PD-FMD)
As 1/IND/10S/00" (AF 32 894)
As 1/ND/107/9G° (AF 302900)
As 1IND/GRST (AF3E2B4T)
As1BARIN2009
1o B AsMBARIS/ 2009
As 1/IND/TE2/2003" (DQ101240)
g A 1/ INDI 7632003 (PD-FMD)
As 1/IND/6T Y2003 (DQ101241)
As 1/IND/3882004" (DQ101235)
As\INDIZ682004° (DQ1012236)
As 1/INDVEON02" (DO 243)
As1ND/ 302" (DQ101242)
As1/INDNMEG2004° (2003 PD-FMD)
As1/MDMES/2004° (DQ101238)
As 1/INDIM5B/2004° (20034 PD-FMD)
As 1/IND/MSV2004° (2003) PD-FMD)
As1/IND/114/2004° (20034 DQ1012306)
As UBHU/27/2002 (DQ121111)
As 1/IND/140/01° (PD-FMD)
As U/RD/1B0/01" (PD-FUD)
As L/IND/4%01* (PD-FMD)
As1/ND/B8/'02* (DQ101244)
As 1TNDM41/@° (PDFMD)
As 1IBHU//2002 (DO121112)
As1/INDATS2004° (DQ101237)

As 1/IND/B/T79 (EUS52010)
_Ir' EA.!IMBM‘HHE(ELES:W!‘]
1 ) As 1/NDIWBN1TVES® (AYBBT M)

As 1/ Shamir ISR/B9

Only bootstrap values of 70% and above are shown

*, not a WRLFMD Ref. No.

N.J. Knowles & J. Wadsworth, 9 May 2009

As 1/MYAS2006 (TRAL)
As UTAV1/88 (DO121125)
As 1VITH 2008

As 1/AF GR272001

As 1/AF G/4/2001 (DQ121110)
As AR G001

As HRN/ 112000

As 1/RN/2512001

As 1/RNI42001 (DQ121118)
AsA[AF G/1/2001 (D121106)
As 1/IRN/B2001

As UIRN/ZS2004 (DQ121120)
As 1/PAK/BR2008

As 1/PAKI1/85

As {PAKI/SS
As 1/Bangkok/TAVED
As HINDIITY (1864)

As 1/IND/BAT2 (Y 09040)

An /57 (AYS0376T)
BT s A /1SRG (AY 5037 06)
As 1/YNBS/ICHA/GE (AYI00432)
pr— A0 1 ND BTG
A NKR/2/2007 (BTy1)
Aa 1/IND/1B/BO (DQ121118)
As 1INDIMS/B1 (DQ121117)
As 1/Khabarows k/RUS/2006 (ARRIAH)
As 1/Khabarow k/RUS/Doc2 005 (ARRIAH)
Aa 1/ Amursky /RUS/Doc2006 (ARRIAH)
As 1 Siangsuw/CHAS2006 (DQ15652T)
As 1/ Jiangsu/CHA/2006 (EF 140009)
An 1/Hebel/CHAM /2006 (EF 187274)
As 1Hebei/ CHAS2/2006 (EF 187273)
As 1/Gansu/CHAS2005 (EF 185304)
As 1/Besfing/CHAS2006 (EF 185303)
As 1/ Amursky RUS/2006 (DQ121401)
As VCtaRUS/Z006 (ARFIAH)
As 1/Prymomsky /RUS2006 (ARRIAH)
As 1/ Cinghai/CHAS2006 (EF 1B7272)
Aa 1 IMOG/Z006 (ARRIAH)
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