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FMD Sequencing Report

Lab Reference WRL Batch Number: none

Date Received: 29" August 2011
Country of Origin: Kazakhstan

Date Reported: 1" September 2011

Dear Svetlana Kremenchugskaya,

Sequencing work has now been completed in respect of the samples you submitted and the details
are as attached. Please note that all of our phylogenetic trees can be accessed via the internet at:

http://www.wrlfmd.org/

Results Approved By:

A UKAS accredited testing laboratory No. 4025.

To help us improve the quality of our service, please send any suggestions or requests to the
Reference Laboratory by fax (+44 (0) 1483 232621 or email: elizabeth.wilson@bbsrc.ac.uk). I1AH
actively seeks and appreciates feedback, if you would like to offer feedback please complete the
WRLFMD survey here: http://www.surveymonkey.com/s/WRLFMD
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FAO World Reference Laboratory for
Foot-and-Mouth Disease (WRLFMD)

Genotyping Report
Report Date for this Batch: 29 August 2011

FMDV type O

Country: Kazakhstan

Period: 2011

No. of sequences: 1

Originator: FGI-ARRIAH, Vladimir, Russian Federation
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FAO World Reference Laboratory for FMD Genotyping Report
IAH-P-EP-MEG-FOR-005-3

Page 1 of 1
Serotype: O Report date: 29/08/2011
WRLFMD Ref No: none Reported by: N.J. Knowles
Batch No: WRLMEG/2011/00023 Checked by: J.M. Hammond
Sender Ref: O/Kazakhstan/Aug2011
Location: Karashilik, Kurchumskiy, Kazakhstan Topotype: ME-SA
Date collected (estimated): 12/08/2011 Genotype/strain: PanAsia
Date received by WRLFMD: 29/08/2011 Sequence filename: KAZ11-AA.SEQ
Date received for sequencing: n/a Date sequence last updated: 29/08/201 1
Species: Cattle No. of Nt determined: 639
Material used: Not known No. of ambiguities: 0
Region sequenced: VPI Gene length: 639
RT-PCR primers: Not known Total no. of comparisons: 3090
Min. no. of nt for comparison: 600
Total turn-around time: 0 days
Sequencing time: n/a
Comments: VPI sequence received from FGI-ARRIAH, Vladimir, Russian Federation
Most Closely Related Viruses
Bos. ‘Virusname Filename i‘:m’:‘ }::{c?:. :]‘]’bl‘: %Id. %Difl. Topotype Strain
1 OMITIMT7/2011 VIT11-17 639 637 0 99.69 0.31 ME-SA PanAsia
2 OMT/6/2011 VIT11-16 639 635 0 99.37 0.63 ME-SA PanAsia
3 OMITI52011 VIT11-05 639 635 0 99.37 0.63 ME-SA PanAsia
4 ONITIBI2011 VIT11-06 639 635 0 99.37 063 ME-SA PanAsia
5 OMIT/12/2011 VIT11-12 639 634 0 9922 078 ME-SA PanAsia
6 OMT/37/2011 VIT11-37 639 634 0 9922 078 ME-SA PanAsia
7 O/NVIT/4/2011 VIT11-04 639 634 0 99.22 078 ME-SA PanAsia
8 0/MNVIT/9/2011 VIT11-09 639 634 0 9922 078 ME-SA PanAsia
9 O0/LAO/2/2010 LAO10-02 639 633 0 99.06 0.94 ME-SA PanAsia
10 O/VIT/13/2011 VIT11-13 639 633 0 99.06 0.94 ME-SA PanAsia
Most Closely Related Reference Viruses
(see http://www.wrlfimd.org/fmd_genotyping/prototypes.htm)
Pos.  Virus name Filename l:::":l ::;:;c';]l‘ T:::h::;l %Id. % Diff.  Topotype Strain
1 O/UKG/35/2001 (AJ539141) UKGO01-35 639 597 0 93.43 6.57 ME-SA PanAsia
2 O/IRN/31/2009 IRN09-31 639 584 0 9139 861 ME-SA PanAsia-2"%"
3 O/KUW/3/97 (DQ164904) KUW97-03 639 584 0 91.39 8.61 ME-SA Ind-2001a
4 O/IRN/B/2005 IRNO5-08 639 580 0 90.77 9.23 ME-SA PanAsia-2
5 O/IRN/18/2010 IRN10-18 639 579 0 9061 939 ME-SA PanAsia-2"""
6 O/OMN/7/2001 (DQ164941) OMNO1-07 639 578 0 90.45 955 ME-SA Ind-2001b
7 O/BHU/3/2009 BHUOQS-03 639 576 0 90.14 986 ME-SA Ind-2001d
8 O/UAE/4/2008 UAEO8-04 636 572 0 89.94 10.06 ME-SA Ind-2001¢c
9 OQ/PAK/16/2010 PAK10-16 639 573 0 8967 1033 ME-SA PanAsia-2""""
10 O/TUR/257/2008* (FMDI)  TURO8-AD 639 573 0 8967 10.33 ME-SA PanAsia-2""%

nt, nucleotides
* not a WRLEFMD reference number

Assembled with Report Generator v4.1
© Institute for Animal Health (not to be reproduced without permission)



Report on FMDV O in
Kazakhstan in 2011

VP1 sequence submitted by FGI-ARRIAH

’ indicates viruses in this batch

Software: MEGA 5.0

Analysis
Analysis Phylogeny Reconstruction
Scope All Selected Taxa
Statistical Method ------------------ Neighbor-joining

Phylogeny Test

Test of Phylogeny ---------

Bootstrap method

No. of Bootstrap Replications ------- 1000
Substitution Model
Substitutions Type --—-----------—-—-— Nucleotide /
Model/Method ---—------------——-—--- Kimura 2-parameter model /
Substitutions to Include ---------—- d: Transitions + Transversrons
Rates and Patterns /’
Rates among Sites ---------emeemeeev Uniform rates /

Pattern among Lineages

———————————— Same (Homogeneous)

Data Subset to Use /
Gaps/Missing Data Treatment =-------- Pairwise deletion
Codons Included -------sseememnanee- 1st+2nd+3rd+Non -Coding

No. of Sites : 642

No Of Bootstrap Reps = 1000
Only bootstrap values of 70% and above are shcwn

*. not a WRLFMD Ref. No.

N.J. Knowles & J. Wadsworth, 29 August/2011

© Institute for Animal Health
(not to be reproduced without pcrmissim}-}

ONITI7/2011
ONIT/8/2011

ONIT/M2/2011
ONIT/9/2011
ONIT/4/2011

ONIT/2/2011
ONIT/21/2011

OICHA/7/2011* (JF837375)  /

| ONVITA10/2011

ONIT/22/2011

O/LAO/2/2010
ONIT/26/2011

1 O/VIT/34/2011

87

ONIT/5/2011
ONITIBI2011
ONITMB/2011
ONITI37/2011

]
0.0005

LonMITI7/2011

ONIT/14/2011
OonVIT/N3/2011
ONIT/36/2011 ¢

/

/

/

/

/
!

1 oVITI1172011

/

=1oNVIT/3512011 /
@ O/Kazakhstan/Aug2011 (ARRIAH)

ONTT2011
/ | onvmrezon
O/ICHAITIZ011° (JFBATATS)
oNTHZR01
ONVITRZ01
ONTIAR011
ONITI212011
ONITI2112011
OAITI02011
Howmiizon
ON222011
CLAQZ22010
QNVIT/26/2011
ONIT342011
1 ONVITRSZ2011
# OMazakhstan/Aug2011 (ARRIAH)
ONITA 72011
ONITISR011
ONITB2011
ONITHEROT1
oNnITaTZ0N
ONITA42011
ONITH2R2011
ONIT/282011
ONITHSZ011
QNITRT2011
OAIT02011
ONITNEZ010
ONTIZeZ011
ONITR12011
ONITI252011
ONIT282011
oNTAR011
JLowvmazzon
OCAMM2010
ONIT23Z01
ONITIAR010
OICAMAZD10
OCAMERZ010
O/CAMNZ010
CICAMZIZ010
ONITH 32010
ONVITI152010
oNTTR2272010
ONITH 2011
OAITH12010
oAITHo200
L ovimrzoro
ONITR010
'Icwrm 972010
L onvmrdzoT0
= CAITA2010
oNITZ00
oNIT/B2010
|= OAITH 22010
OCAMS2010
1 CCAME2010
OLAOMR2011
OLAD2011
QNTTIZ0/2010
ONTTI21/2010
|- ONITIZ22010
OTAVTR2011
OMITHT2005 (HQ116283)
,.'EO’C#MHQDDB (H2118172)
w e OIS ANISZ006 (HQ118173)
w | OMVITN42002 (DO165026)
ONITIH2003 (DQ165030)
1 —ONT202002 (DO165029)
OMNEP/4/D8 (DO164935)
OMibet'CHARSS
OUKGAS2001 (AJ530141)
OTAWZEY (AJ20402T)
ol GITAWHKME® (AHRY
OMNNBRZ010
OMRNA2000
- OPAKNEZ010

" OfSouth Osselia/2011 (ARRIAH)
_—{__ C/RN/BE/2000

QIRNB/2005
OITURZSTIZ008° (FMDT
OTUR264/200%* (FMDH

C]
Irn-2001

:d-z o001

Pak-98

OMNDISATY (AF202107)

O/MND/R2/TS* (AF204276)

O1ManisaTURBS (AY593823)

SEA

EA-2
EA-3

PanAsia

PanAsia-2

|ME-SA






