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Serotype: A Report date: 31/07/2013
WRLFMD Ref No: KAZ/1/2013%* Reported by: N.J. Knowles
Batch No: WRLMEG/2013/00017 Checked by: D.P. King
Sender Ref: A/KAZ/1/2013
Location: Akshoky, Urdzharsky, East Kazakhstan, Kazakhstan Topotype: ASIA
Date collected: 09/05/2013 Genotype/strain: Sea-97
Date received by WRLFMD: 31/07/2013 Sequence filename: KAZ13-AA.SEQ
Date received for sequencing: n/a Date sequence last updated: 31/07/2013
Species: Cattle No. of Nt determined: 636
Material used: epithelium No. of ambiguities: 0
Region sequenced: VP Gene length: 636
RT-PCR primers: Not known Total no. of comparisons: 1659

Min. no. of nt for comparison: 600

Total turn-around time: 0 days
Comments:

Most Closely Related Viruses

Pos.  Virus name Filename ?;Tn;r J::t.clllil. :T:rtl:l.)i(‘)gi. %] Id. % Diff.  Topotype Strain
1 AJGDMM-CHA-2013-S (LVRI) CHA13-AA 636 631 0 98.21 079 ASIA Sea-97
2 A/Zabaikalsky/RUS/2013 (ARRIAH) RUS13-AA 636 631 0 99.21 0.79 ASIA Sea-97
3 A/KAZ/2/2013* (ARRIAH) KAZ13-AB 636 630 0 99.06 0.94 ASIA Sea-97
4 AJAMUr/RUS/2013* (ARRIAH) RUS13-AG 636 629 0 98.90 1.10 ASIA Sea-97
5 AJQHXN-CHA-2013-B (LVRI) CHA13-AB 633 624 0 98.58 1.42 ASIA Sea-97
6 A/TAI/15/2012 TAI12-15 636 627 0 98.58 1.42 ASIA Sea-97
7 ATAI/1/2011 TAI11-01 636 617 0 97.01 299 ASIA Sea-97
8 A/TAI/3/2011 TAI11-03 636 617 0 97.01 299 ASIA Sea-97
9  A/TAI/8/2010 TAI10-08 636 616 0 96.86 3.14 ASIA Sea-97

10 A/THA 66-1/10" (TRRL) TAI10-AA 636 616 0 96.86 3.14 ASIA Sea-97
Most Closely Related Reference Viruses
(see http://www.wrlfmd.org/fmd eenotyping/prototypes.htm)

Pos.  Virus name Filename Eo(:n;t z]:i::l.clllll. :r::lll.)iug[j %I1d. % Diff. Topotype Strain
1 AITAI7/2003 (HQ116312) TAIO3-07 636 593 0 93.24 6.76 ASIA Sea-97
2 AITAI/2/97 (EF208778) TAI97-02 636 574 0 90.25 975 ASIA Sea-97
3 A/TAI/118/87" (EF208777) TAIB7-AD 636 554 0 87.11 1289 ASIA Thai-87
4 A22/IRQ/64 (AY593763) IRQB4--A 636 524 0 82.39 17.61 ASIA Az
5 A/IRN/2/87 (EF208770) IRN87-02 633 519 0] 81.99 18.01 ASIA Iran-87
6 A/TUR/1/2008 TURO8-01 636 514 0 80.82 1918 ASIA  Iran-05""*%
7 A/IRN/1/2005 (EF208769) IRNO5-01 636 513 0 80.66 19.34 ASIA Iran-05
8 A/IRN/78/2009 IRN0S-78 636 513 0 8066 19.34 ASIA  Iran-05"%%
9 A/TUR/33/2008 TUR0S-33 636 513 0 8066 19.3¢ ASIA  Iran-05""Y

10 A15/Bangkok/TAI/60 (AY593755)  TAIB0-D 636 513 0 8066 19.34  ASIA A15
nt, nucleotides

*. not a WRLFMD reference number
Assembled with Report Generator v4.1
© The Pirbright Institute (not to be reproduced without permission)
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Serotype: A Report date: 31/07/2013
WRLFMD Ref No: KAZ/2/2013* Reported by: N.J. Knowles
Batch No: WRLMEG/2013/00017 Checked by: D.P. King
Sender Ref: A/KAZ/2/2013
Location: Ahmetbulak, Tarbagaysky, East Kazakhstan, Kazakhstan Topotype: ASIA
Date collected: 04/06/2013 Genotype/strain: Sea-97
Date received by WRLFMD: 31/07/2013 Sequence filename: KAZ13-AB.SEQ
Date received for sequencing: n/a Date sequence last updated: 31/07/2013
Species: Cattle No. of Nt determined: 636
Material used: epithelium No. of ambiguities: 0
Region sequenced: VP Gene length: 636
RT-PCR primers: Not known Total no. of comparisons: 1659
Min. no. of nt for comparison: 600
Total turn-around time: 0 days
Comments:
Most Closely Related Viruses
Pos.  Virus name Filename }::“;t :::Ilct}llt. ::::t'] :: % I1d. % Diff.  Topotype Strain
1 A/GDMM-CHA-2013-S (LVRI) CHA13-AA 636 633 0 9953 047 ASIA Sea-97
2 A/Zabaikalsky/RUS/2013 (ARRIAH) RUS13-AA 636 633 0 99.53 047 ASIA Sea-97
3 A/Amur/RUS/2013* (ARRIAH) RUS13-AG 636 631 0 99.21 0.79 ASIA Sea-97
4 A/KAZ/1/2013* (ARRIAH) KAZ13-AA 636 630 0 99.06 094 ASIA Sea-97
5 ATAI15/2012 TAI12-15 636 629 0 9880 1.10 ASIA Sea-97
6 A/QHXN-CHA-2013-B (LVRI) CHA13-AB 633 626 0 98.89 1.11 ASIA Sea-97
7 AITAI1/2011 TAI11-01 636 619 0 9733 267 ASIA Sea-97
8 AITAI/3/2011 TAI11-03 636 619 0 97.33 267 ASIA Sea-97
S  A/TAI/8/2010 TAI10-08 636 618 0 97.17  2.83 ASIA Sea-97
10 A/THA 66-1/10" (TRRL) TAI10-AA 836 618 0 97.17  2.83 ASIA Sea-97
Most Closely Related Reference Viruses
(see htp://www.wrlfmd.ore/fmd _genotvping/prototvpes.htm)
Pos.  Virus name Filename E‘ll::n:l Il‘l\:::l.cllllt. :ET::[;;:. % ld. % DI, Topotype Strain
1 A/TAI/7/2003 (HQ116312) TAI03-07 636 597 0 93.87 613 ASIA Sea-97
2 AJTAI2/97 (EF208778) TAI97-02 636 573 0 9009 991 ASIA Sea-97
3 A/TAI/118/87* (EF208777) TAIB7-AD 636 555 0 87.26 1274 ASIA Thai-87
4 A22/IRQ/64 (AY593763) IRQB4--A 636 525 0 8255 17.45 ASIA Az
5 AIRN/2/87 (EF208770) IRN87-02 633 520 0 8215 17.85 ASIA Iran-87
6 A/TUR/1/2008 TUR08-01 636 517 0 8129 1871 ASIA  Iran-05"°%
7 A15/Bangkok/TAI/60 (AY593755) TAI60--D 636 517 0 8129 1871 ASIA A15
8  AJIRN/78/2009 IRNO9-78 636 516 0 8113 1887 ASIA  Iran-05""%
S A/TUR/33/2008 TUR08-33 636 516 0 8113 1887 ASIA Iran-05°2""
10 A/GHA/16/73 GHA73-16 633 513 0 8104 1896 AFRICA G-VI

nt, nucleotides
*. nota WRLEFMD reference number

Assembled with Report Generator v4.1
© The Pirbright Institute (not to be reproduced without permission)
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